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An efficient total synthesis of the potent V-ATPase inhibitor saliphenylhalamide (SaliPhe), a synthetic
variant of the natural product salicylihalamide A (SaliA), has been accomplished aimed at facilitating
the development of SaliPhe as an anticancer and antiviral agent. This new approach enabled facile access
to derivatives for structure–activity relationship studies, leading to simplified analogs that maintain
SaliPhe’s biological properties. These studies will provide a solid foundation for the continued evaluation
of SaliPhe and analogs as potential anticancer and antiviral agents.

� 2015 Elsevier Ltd. All rights reserved.
Vacuolar H+-ATPases are emerging as important cellular targets
for the identification of potential novel therapeutics. This class of
enzymes plays a key role in controlling the acidity of intracellular
compartments and the extracellular environment, and its role has
been implicated in various diseases including cancer and antiviral
infections.1 The pharmacological modulation of the activity of
these enzymes has contributed to a better understanding of their
cellular function and has led to the discovery and identification
of a wide variety of structurally diverse inhibitors.2 Among them,
the benzolactone enamide family emerged due to its potency and
selectivity towards the mammalian V-ATPases.3 A prominent
example of this family is the macrolactone salicylihalamide A
(SaliA, 1, Fig. 1). SaliA was isolated in 1997 from an unidentified
species of the marine sponge Haliclona sp. and showed a unique
and selective cytotoxicity profile against the NCI 60 cell line human
tumor panel.4,5 This activity was subsequently ascribed to the abil-
ity of SaliA to inhibit the V-ATPase (IC50 <1 nM).6,7 The promising
biological properties of SaliA encouraged our research group and
others to develop synthetic approaches to access SaliA and more
potent derivatives to further evaluate the therapeutic potential of
this natural product.8–10 In this context, saliphenylhalamide
(SaliPhe, 2, Fig. 1)10c was selected from an extensive structure–
activity study published by our group due to its potent inhibitory
activity, selectivity, stability and synthetic access.7,8e,10b,c

SaliPhe has not only been useful for the study of V-ATPase func-
tion and its role in a variety of normal and pathogenic cellular pro-
cesses,7,10c,11 but also enabled in vivo modulation of V-ATPase
activity as a means to inhibit the growth of human lung cancer
xenografts with a KRASmut/LKB1mut oncogenotype (present in
�6% of human adenocarcinomas) in mice,12 to attenuate wear par-
ticle-induced osteolysis in a mouse calvarial model (for the poten-
tial treatment of peri-implant osteolysis),13 or to protect mice
against a lethal challenge of a mouse-adapted influenza strain.14

In the context of the continued promise for pharmacological
V-ATPase modulation as a potential means to treat a wide host
of diseases, we sought to develop a more efficient synthesis of
SaliPhe that also would enable access to additional analogs that were
not explored previously. The results of these studies and in vitro
biological activities of new SaliPhe analogs are reported herein.

Although we already formulated a synthetic approach that sup-
ported multi-gram access to SaliPhe,10c one of the drawbacks was
the rather lengthy 8-step sequence required to install the enamide
side-chain after formation of the macrolactone was complete. As
shown in Scheme 1, after ring-closing metathesis of precursor III,
4 steps were required to transform the primary protected alcohol
into the homologated unsaturated ester II. An additional 4-step
sequence, involving a key Curtius rearrangement/isocyanate-
trapping, completed the synthesis of SaliPhe. We reasoned that a
Buchwald-type Cu-catalyzed amidation of a vinyl iodide
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Figure 1. Structures of salicylihalamide A (1, SaliA) and saliphenylhalamide (2,
SaliPhe).
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macrocycle precursor such as IV with 3-phenylpropiolamide,
followed by ring-closing metathesis, would significantly
streamline the side-chain installation to a 3-step sequence
(including final deprotection). Alternatively, a Pd-catalyzed
carbonylation would provide a 2-step access to unsaturated ester
precursor II instead of our previous 5-step sequence. Moreover,
having the vinyl iodide functionality installed prior to
esterification with a benzoic acid coupling partner VII (cf. alcohol
VI) will increase convergency and facilitate analog development.
The functional groups of SaliPhe selected for modification are
indicated in red in Scheme 1. We did not modify the N-acyl
enamide side-chain of SaliPhe because we had previously shown
that it keeps the potency while being chemically more stable and
easier to synthesize than the homologous side chain of SaliA. We
hypothesized that the methyl group at the C6 position could be
removed (R = H) without affecting the activity and aimed to
explore the substituents at the phenol ring by introducing other
groups (Y = F, CHF2, NO2, NH2) at the ortho-, meta-, and para-
positions (in relation to the benzoate position), and to replace
the lactone by a chemically more robust lactam (X = NH).
• Curtius
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The synthesis of the alcohol fragments VI for SaliPhe and ana-
logs is depicted in Scheme 2 below. Because our short and scalable
synthesis of the related fragment V (Scheme 1) was nevertheless
not fully stereoselective, we designed an improved, highly stereos-
elective approach that initiated with our previously synthesized
aldehyde 3a and the corresponding aldehyde 3b lacking the
C6-methyl group.10c,15 In the event, aldol addition to 3a,b
followed the protocol described by Crimmins et al. using the Z
(O)-titanium enolate of thiazolidinethione 4 generated with (�)-
sparteine as a base.16 The aldol products 5a,b were obtained in
60–75% yield and high selectivity (dr >10–15:1). Subsequent
silylation and reductive (DIBAL) cleavage of the auxiliary rendered
aldehydes 6a,b in �70% yield. An alternative route to 6b began
from known epoxide 7 (readily available in three steps from
inexpensive L-aspartic acid).17 After protecting the primary alcohol
of 7 as a tetrahydropyranyl ether, the epoxide was opened with
allylmagnesium bromide (cat. CuI) to yield homoallylic alcohol 8
(55%, two steps). Silylation, followed by removal of the ether pro-
tecting group and oxidation afforded aldehyde 6b.

An asymmetric Barbier-type propargylation of aldehydes 6a,b
was performed using indium powder, pyridine and (1R,2S)-2-
amino-1,2-diphenylethanol 10 as a chiral source to provide the
corresponding homopropargylic alcohols 11a,b as single stereoiso-
mers (>20:1 dr).18–20 A subsequent radical-mediated hydrostanny-
lation (AIBN, Bu3SnH) was followed by a transmetallation with
iodine to afford vinyl iodides 12a,b in 70–72% yield. To enable
the synthesis of a SaliPhe lactam analog, alcohol 12b was treated
with mesyl chloride followed by SN2-inversion with sodium azide
(63%, two steps). The corresponding azide could be reduced to the
primary amine 12c with trimethyl phosphine, but this was best
done immediately prior to coupling with the benzoic acid partner
(vide infra).21

The synthesis of SaliPhe (2) and the corresponding des-Me ana-
log 17 via late stage Cu-mediated C–N bond formation is depicted
in Scheme 3. The above prepared alcohols 12a,b were esterified
gement
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with substituted salicylic acid 1322 under Mitsunobu conditions
(DEAD/PPh3).10c For the esterification of 12a, a stoichiometric
amount of pyridine was required to prevent competing
elimination of the alcohol under the reaction conditions.23 The
N-acyl enamide side chain was installed by Cu-catalyzed amida-
tion of 14a,b with amide 15 under the conditions described by
Buchwald et al., providing enamides 16a,b in 60–78% yield after
re-installation of the acetate group.24,10f The ring-closing metathe-
sis of 16a,b with Grubbs I catalyst provided the benzolactones 2
and 17 in 31–36% yields after global deprotection.25,26 The E/Z iso-
mers could be separated by flash chromatography after removing
the acetate group. Of note is that the des-Me RCM-precursor 16b
cyclized with significant lower E/Z selectivity (4:1) compared to
the parent 16a (8:1), indicating a beneficial role for the Me-sub-
stituent in pre-organizing the substrate for an E-selective metathe-
sis.27 This lowered selectivity is observed for all des-methyl analogs
prepared (vide supra, Chart 1). Final desilylation with buffered
HF�pyridine provided SaliPhe 2 and analog 17 in ten steps from
known aldehydes 3a,b.

When assayed for V-ATPase inhibitory activity, it was found
that des-Me analog 17 displayed potency comparable to SaliPhe
(IC50 = 5 nM, 17; 1 nM, 2), indicating only a marginal role for the
Me-group on V-ATPase inhibitory activity.28 Based on these results,
we decided to carry out the subsequent structural modifications in
the des-Me series, and survey the influence of various aromatic
substituents on biological activity. We envisioned exploring diflu-
oromethyl, fluoro, amino, nitro and hydroxyl substituents at the
ortho-, meta-, or para-position. Analogs 21–24 (see Chart 1) were
readily obtained using the chemistry outlined in Scheme 3, starting
from Mitsunobu reaction of alcohol 12b with various benzoic
acids.29,30 Interestingly, the RCM-product of an intermediate with
a meta-OH or final product with a meta-fluoro substituent were
unstable and could not be further processed or evaluated, whereas
the o-NO2 substituted analog 19 (Chart 1) could not be prepared
using this route due to failure of the corresponding bis-olefin inter-
mediate to undergo the ring closing metathesis.29

As discussed during the retrosynthetic analysis, we also investi-
gated whether we could intercept vinyl iodide intermediates in a
Pd-catalyzed carbonylation event to produce a,b-unsaturated ester
intermediates reminiscent of those utilized in our first-generation
synthetic approach (cf. IV? II, Scheme 1). As shown in Scheme 4,
the palladium-catalyzed carbonylation of vinyl iodides 26a–c (pre-
pared via Mitsunobu reaction of alcohol 12b with the correspond-
ing benzoic acids)29 with catalytic PdCl2(PPh3)2 (Et3N, 1 atm of CO,
MeOH, rt) proceeded smoothly to yield, after ring-closing metathe-
sis as before, the desired unsaturated esters 27a–c in good overall
yields. Of note is that the ring-closing metathesis to o-NO2 substi-
tuted benzolactone 27c occurred with the best yield and E:Z-selec-
tivity (94%, 5.6:1) of all des-Me analogs evaluated in this study,
whereas the corresponding ring-closing metathesis with o-NO2

as implemented in the route depicted in Scheme 3 did not occur
at al. The remainder of the synthesis (enamide side chain forma-
tion) essentially followed our published sequence of ester hydrol-
ysis, acyl azide formation (28a–c) followed by Curtius
rearrangement and trapping of the resulting isocyanate with phe-
nylethynyl lithium, and final deprotection.8e,10c In addition to
providing alternate access to analog 17, this route also furnished
new analogs 18–20 (20 from reduction of 19 with Fe).

We tested the ability of all new analogs for their ability to inhi-
bit the activity of a purified reconstituted V-ATPase from bovine
brain (Chart 1, IC50-values shown in red).28 Analysis of the data
indicated that the des-Me analog 17, and the corresponding lactam
2531,32 remain potent V-ATPase inhibitors with IC50’s of 5 and
30 nM, respectively (versus 1 nM for SaliPhe 2). The modifications
around the phenol ring proved to be detrimental for activity.
Replacement of the o-OH with a difluoromethyl bioisostere
resulted in a 100-fold reduction in activity of analog 21 (500 nM)
versus the corresponding phenol 17 (5 nM).33 A similar loss of
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activity was noted for the o-amino, p-fluoro, and p-nitro analogs
20, 22, and 24 (IC50’s 300–500 nM), and even worse for the o-fluoro
and o-nitro congeners 18 and 19 (1000 nM). Finally, the p-phenol
regioisomer of potent des-Me analog 17, compound 23, did not
register any inhibitory activity up to 2 lM concentrations. In
conjunction with previous SAR-studies,8b,10a–c we conclude that
the o-phenol is critical for activity, whereas the alicyclic and
side-chain fragments are more tolerant towards modifications.



Figure 2. Dose–response curves for inhibition of the HCC-4017 lung cancer cell line
with SaliPhe (2) and analogs 17–25. Error bars indicate ± SD, n = 3.34
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In previous work,12 we found that co-occurring mutations in
KRAS and LKB1, present in 6% of lung adenocarcinoma patients,
are sufficient to drive addiction to the coatomer complex I
(COPI)-dependent lysosome acidification, and that this vulnerabil-
ity could be exploited pharmacologically by inhibition of
V-ATPase activity with SaliPhe (2) in vitro and in vivo. We there-
fore evaluated the growth inhibitory effects of the SaliPhe analogs
on the human HCC-4017 lung cancer cell line, which has the
co-occurring KRASmut/LKB1mut oncogenotype (Fig. 2).34 Whereas
analog 17 only showed a reduction in growth-inhibitory activity
of �5–10 fold versus SaliPhe, lactam analog 25 was >100-fold less
effective, and all other analogs tested did not register any
anti-proliferative activity. These results are therefore consistent
with the V-ATPase inhibitory activities observed for these
compounds.

In conclusion, we have reported a short, convergent and stere-
oselective synthesis of the potent V-ATPase inhibitor SaliPhe.
Two complementary synthetic sequences based on late stage func-
tionalization of a common intermediate have been fully evaluated
to produce and diversify SaliPhe. We have discovered potent ana-
logs that simplify the chemical structure of SaliPhe while keeping
the potent V-ATPase inhibitory and anticancer properties. Our ini-
tial structure–activity studies revealed that the o-phenol group is
crucial for biological activity.
Acknowledgments

We thank the Robert A. Welch Foundation (I-1422) and CPRIT
(RP120718) for financial support. J.K. De Brabander holds the Julie
and Louis Beecherl, Jr., Chair in Medical Science; M.A. White holds
the Grant A. Dove Chair for Research in Oncology and the Sherry
Wigley Crow Cancer Research Endowed Chair in Honor of Robert
Lewis Kirby, M.D.

Supplementary data

Supplementary data (experimental procedures and characteri-
zation data for new compounds and intermediates, copies of
NMR spectra) associated with this article can be found, in the
online version, at http://dx.doi.org/10.1016/j.bmcl.2015.09.021.

References and notes

1. For selected reviews, see: (a) Marshansky, V.; Rubinstein, J. L.; Grüber, G.
Biochim. Biophys. Acta 2014, 1837, 857; (b) Maxsos, M. E.; Grinstein, S. J. Cell Sci.
2014, 127, 4987; (c) Sennoune, S. R.; Martínez-Zaguilán, R. Curr. Protein Pept.
Sci. 2012, 13, 152; (d) Yuan, F.-L.; Li, X.; Lu, W.-G.; Li, C.-W.; Li, J.-P.; Wang, Y.
Mol. Biol. Rep. 2010, 37, 3561; (e) Forgac, M. Nat. Rev. Mol. Cell Biol. 2007, 8, 917;
(f) Sennoune, S. R.; Luo, D.; Martínez-Zaguilán, R. Cell Biochem. Biophys. 2004,
40, 185.

2. For selected reviews and examples, see: (a) Long, J.; Wright, E.; Molesti, E.;
Temperton, N.; Barclay, W. F1000Research 2015, 4, 30; (b) Hernández, A.;
Serrano-Bueno, G.; Herrera-Palau, R.; Pérez-Castiñeira, J. R.; Serrano, A. In
Topics in Anti-Cancer Research; Rahman, A.-U., Zaman, K., Eds.; Bentham Science
Publishers Ltd, 2013; Vol. 2, (c) Chen, H. W.; Cheng, J. X.; Liu, M.-T.; King, K.;
Peng, J.-Y.; Zhang, X.-Q.; Wang, C.-H.; Shresta, S.; Schooley, R. T.; Liu, Y.-T.
Antiviral Res. 2013, 99, 371; (d) Huss, M.; Wiekzorec, H. J. Exp. Biol. 2009, 212,
341; (e) Pérez-Sayáns, M.; Somoza-Martín, J. M.; Barros-Angueira, F.; Gándara
Rey, J. M.; García-García, A. Cancer Treat. Rev. 2009, 35, 707; (f) Bowman, E. J.;
Bowman, B. J. J. Bioenerg. Biomembr. 2005, 37, 431; (g) Beutler, J. A.; McKee, T. C.
Curr. Med. Chem. 2003, 10, 787.

3. For a review, see: Yet, L. Chem. Rev. 2003, 103, 4283.
4. Erickson, K. L.; Beutler, J. A.; Cardellina, J. H.; Boyd, M. R. J. Org. Chem. 1997, 62,

8188.
5. For the revision of absolute configuration via total synthesis, see: Wu, Y.; Esser,

L.; De Brabander, J. K. Angew. Chem., Int. Ed. 2000, 39, 4308.
6. Boyd, M. R.; Farina, C.; Belfiore, P.; Gagliardi, S.; Kim, J. W.; Hayakawa, Y.;

Beutler, J. A.; McKee, T. C.; Bowman, B. J.; Bowman, E. J. J. Pharm. Exp. Ther 2001,
297, 114.

7. Xie, X.-S.; Padron-Perez, D.; Liao, X.; Wang, J.; Roth, M. G.; De Brabander, J. K. J.
Biol. Chem. 2004, 279, 19755.

http://dx.doi.org/10.1016/j.bmcl.2015.09.021
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0005
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0005
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0010
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0010
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0015
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0015
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0020
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0020
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0025
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0030
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0030
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0035
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0035
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0040
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0040
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0040
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0040
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0045
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0045
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0045
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0050
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0050
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0055
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0055
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0060
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0060
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0065
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0065
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0070
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0075
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0075
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0080
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0080
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0085
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0085
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0085
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0090
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0090


4398 J. Garcia-Rodriguez et al. / Bioorg. Med. Chem. Lett. 25 (2015) 4393–4398
8. For total syntheses, see: (a) Snider, B. B.; Song, F. Org. Lett. 2001, 3, 1817; (b)
Fürstner, A.; Dierkes, T.; Thiel, O. R.; Blanda, G. Chem. Eur. J. 2001, 7, 5286; (c)
Labrecque, D.; Charron, S.; Rej, R.; Blais, C.; Lamothe, S. Tetrahedron Lett. 2001,
42, 2645; (d) Smith, A. B.; Zhenga, J. Tetrahedron 2002, 58, 6455; (e) Wu, Y.;
Liao, X.; Wang, R.; Xie, X.-S.; De Brabander, J. K. J. Am. Chem. Soc. 2002, 124,
3245; (f) Herb, C.; Maier, M. E. Chem. Eur. J. 2004, 19, 5649.

9. For formal syntheses, see: (a) Holloway, G. A.; Hügel, H. M.; Rizzacasa, M. A. J.
Org. Chem. 2003, 68, 2200; (b) Haack, T.; Haack, K.; Diederich, W. E.; Blackman,
B.; Roy, S.; Pusuluri, S.; Georg, G. I. J. Org. Chem. 2005, 70, 7592; (c) Chegondi, R.;
Tan, M. M. L.; Hanson, P. R. J. Org. Chem. 2011, 76, 3909.

10. For the synthesis of analogs, see Refs. 7,8d,e and: (a) Wu, Y.; Seguil, O. R.; De
Brabander, J. K. Org. Lett. 2000, 2, 4241; (b) Lebreton, S.; Xie, X.-S.; Ferguson, D.;
De Brabander, J. K. Tetrahedron 2004, 60, 9635; (c) Lebreton, S.; Jaunbergs, J.;
Roth, M. G.; Ferguson, D. A.; De Brabander, J. K. Bioorg. Med. Chem. Lett. 2008,
18, 5879; (d) Tang, S.; Erickson, K. L. J. Nat. Prod. 2008, 71, 898; (e) Sugimoto, Y.;
Konoki, K.; Murata, M.; Matsushita, M.; Kanazawa, H.; Oishi, T. J. Med. Chem.
2009, 52, 798; (f) Balan, D.; Burns, C. J.; Fisk, N. G.; Hügel, H.; Huang, D. C. S.;
Segal, D.; White, C.; Waglera, J.; Rizzacasa, M. A. Org. Biomol. Chem. 2012, 10,
8147.

11. (a) Ertunc, M.; Sara, Y.; Chung, C. H.; Atasoy, D.; Virmani, T.; Kavali, E. T. J.
Neurosci. 2007, 27, 341; (b) Whitehurst, A. W.; Bodemann, B. O.; Cardenas, J.;
Furguson, D.; Girard, L.; Peyton, M.; Minna, J. D.; Michnoff, C.; Hoa, W.; Roth, M.
G.; Xie, X.-J.; White, M. A. Nature 2007, 446, 815; (c) Straud, S.; Zubovych, I.; De
Brabander, J. K.; Roth, M. G. PLoS ONE 2010, 5, e11629; (d) Zoncu, R.; Bar-Peled,
L.; Efeyan, A.; Wang, S.; Sancak, Y.; Sabatini, D. M. Science 2011, 334, 678; (e)
Denisova, O. V.; Kakkola, L.; Feng, L.; Stenman, J.; Nagaraj, A.; Lampe, J.; Yadav,
B.; Aittokallio, T.; Kaukinen, P.; Ahola, T.; Kuivanen, S.; Vapalahti, O.; Kantele,
A.; Tynell, J.; Julkunen, I.; Kallio-Kokko, H.; Paavilainen, H.; Hukkanen, V.;
Elliott, R. M.; De Brabander, J. K.; Saelens, X.; Kainov, D. E. J. Biol. Chem. 2012,
287, 35324; (f) Bimbo, L. M.; Denisova, O. V.; Mäkilä, E.; Kaasalainen, M.; De
Brabander, J. K.; Hirvonen, J.; Salonen, J.; Kakkola, L.; Kainov, D.; Santos, H. A.
ACS Nano 2013, 8, 6884; (g) Poëa-Guyon, S.; Ammar, M. R.; Erard, M.; Amar, M.;
Moreau, A. W.; Fossier, P.; Gleize, V.; Vitale, N.; Morel, N. J. Cell Biol. 2013, 203,
283; (h) Müller, K. H.; Spoden, G. A.; Scheffer, K. D.; Brunnhöfer, R.; De
Brabander, J.; Maier, M. E.; Florin, L.; Muller, C. P. Antimicrob. Agents Chemother.
2014, 58, 2905; (i) Kissing, S.; Hermsen, C.; Repnik, U.; Griffiths, G.; Ichihara, A.;
Lee, B.; Schwake, M.; De Brabander, J.; Haas, A.; Saftig, P. J. Biol. Chem. 2015,
290, 14166.

12. Kim, H. S.; Mendiratta, S.; Kim, J.; Pecot, C. V.; Larsen, J. E.; Zubovych, I.; Seo, B.
Y.; Kim, J.; Eskiocak, B.; Chung, H.; McMillan, E.; Wu, S.; De Brabander, J. K.;
Komurov, K.; Toombs, J. E.; Wei, S.; Peyton, M.; Williams, N.; Gazdar, A. F.;
Posner, B. A.; Brekken, R. A.; Sood, A. K.; Deberardinis, R. J.; Roth, M. G.; Minna,
J. D.; White, M. A. Cell 2013, 155, 552.

13. Qin, A.; Cheng, T. S.; Lin, Z.; Cao, L.; Chim, S. M.; Pavlos, M. J.; Xu, J.; Zheng, M.
H.; Dai, K. R. PLoS ONE 2012, 7, e34132. http://dx.doi.org/10.1371/journal.
pone.0034132.

14. Müller, K. H.; Kainov, D. E.; El Bakkouri, K.; Saelens, X.; De Brabander, J. K.;
Kittel, C.; Samm, E.; de Landtsheer, S.; Muller, C. P. Brit. J. Pharmacol. 2011, 164,
344.
15. Myers, A. G.; Yang, B. H.; Chen, H.; McKinstry, L.; Kopecky, D. J.; Gleason, J. L. J.
Am. Chem. Soc. 1997, 119, 6496.

16. Crimmins, M. T.; King, B. W.; Tabet, E. A.; Chaudhary, K. J. Org. Chem. 2001, 66,
894.

17. Volkmann, R. A.; Kelbaugh, P. R.; Nason, D. M.; Jasys, V. J. J. Org. Chem. 1992, 57,
4352.

18. Haddad, T. D.; Hirayama, L. C.; Buckley, J. J.; Singaram, B. J. Org. Chem. 2012, 77,
889.

19. This represents a matched double diastereo differentiating process, as the
corresponding reaction of 6b with ent-10 provided 11b as a 1:1 mixture of
diastereomers in low yield (10%).

20. The syn configuration was confirmed by removing the silyl ether and analyzing
the 13C NMR of the corresponding acetonide. See: (a) Rychnovsky, S. D.;
Skalitzky, D. J. Tetrahedron Lett. 1990, 31, 945; (b) Evans, D. A.; Rieger, D. L.;
Gage, J. R. Tetrahedron Lett. 1990, 31, 7099.

21. Noteworthy, microwave irradiation was required to hydrolyze the stable
iminophosphorane intermediate.

22. Soltani, O.; De Brabander, J. K. Angew. Chem., Int. Ed. 2005, 44, 1696.
23. Wovkulich, P. M.; Shankaran, K.; Kiegiel, J.; Uskokovib, M. R. J. Org. Chem. 1993,

58, 832.
24. Jiang, L.; Job, G. E.; Klapars, A.; Buchwald, S. L. Org. Lett. 2003, 5, 3667.
25. Ring-closing metathesis of vinyl iodides 14 with several catalysts (Grubbs’ I, II,

or Hoveyda-Grubbs) was unsuccessful and resulted in recovered starting
material.

26. This represents the first ring-closing metathesis in the presence of the N-acyl
enamide side chain. Although Balan et al. have used a similar Buchwald
amidation strategy,10f their sequence relied on a less convergent installation of
the side chain after ring-closing metathesis via deprotection, oxidation, Takai
homologation, and final Buchwald amidation.

27. For discussions related to E/Z-selectivity of RCM reactions during similar
benzolactone ring formations, see Refs. 8b,e,10b.

28. All analogs were assayed using purified reconstituted V-ATPase from bovine
brain, see Ref. 7 for detailed experimental protocol.

29. See Supplementary Material for experimental procedures, characterization
data, and copies of NMR spectra for all new analogs and intermediates.

30. E/Z-isomers en route to analog 23 could not be separated at any given stage of
the synthesis, and 23 was assayed as a 1:1 mixture of E/Z-isomers.

31. The lactam was prepared via amide-formation between acid 13 and amine 12c
(Scheme 2) under peptide coupling conditions, followed by a similar sequence
of reactions as depicted in Scheme 4 for the corresponding lactones
(carbonylation route).29

32. For the synthesis of a different aza-analog of salicylihalamide, see Ref. 10f.
33. For a review on bioisosteres, see: Meanwell, N. A. J. Med. Chem. 2011, 54, 2529.
34. See Ref. 12 for detailed assay conditions.

http://refhub.elsevier.com/S0960-894X(15)30055-X/h0095
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0100
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0100
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0105
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0105
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0105
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0110
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0115
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0115
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0115
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0120
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0125
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0125
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0130
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0130
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0135
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0135
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0145
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0145
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0150
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0150
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0150
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0155
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0160
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0160
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0160
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0165
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0165
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0165
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0170
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0170
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0175
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0175
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0175
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0180
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0180
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0185
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0185
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0190
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0190
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0190
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0190
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0190
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0190
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0195
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0195
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0195
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0200
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0200
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0200
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0205
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0205
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0205
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0210
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0210
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0210
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0215
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0215
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0215
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0215
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0215
http://dx.doi.org/10.1371/journal.pone.0034132
http://dx.doi.org/10.1371/journal.pone.0034132
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0225
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0225
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0225
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0230
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0230
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0235
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0235
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0240
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0240
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0245
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0245
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0250
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0250
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0250
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0250
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0255
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0255
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0260
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0265
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0265
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0270
http://refhub.elsevier.com/S0960-894X(15)30055-X/h0275

	Synthesis and structure&ndash;activity studies of the V-ATPase inhibitor saliphenylhalamide \(SaliPhe\) and simplified analogs
	Acknowledgments
	Supplementary data
	References and notes


