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Figure S1. The hydrogen bonded cyclic hexamer in the crystal structure of the zinc formylporphyrin 
23. 
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Figure S2. Effects of solvents on the Soret band region of the electronic absorption spectrum of 
imine diporphyrin 4: (a) the Soret band region; (b) the Q band region. 
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Figure S3. Fluorescence emission spectra in toluene: (a) ethyne 3 excited at 414 nm (solid), 482 nm 
(dots), and absorption spectrum scaled for convenience (dashes); (b) imine 4 excited at 427 nm 
(solid), 449 nm (dots), and absorption spectrum scaled for convenience (dashes). 
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