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Abstract
In this study, it was aimed to synthesize novel molecules containing potential biological active phenolic Mannich base moi-
ety and evaluate the inhibition properties against α-glycosidase (α-Gly) and acetylcholinesterase (AChE). For this purpose, 
phenolic aldehydes (1–3) were synthesized from 4-hydroxy-3-methoxy benzaldehyde (vanillin) according to the Mannich 
Reaction. Five different carboxylic acid hydrazides (4a-e) were synthesized from esters obtained from carboxylic acids. Fif-
teen Schiff base derivatives (5a-e, 6a-e, and 7a-e) were synthesized from the condensation reaction of compounds 1–3 with 
4a-e. In this work, a series of novel Schiff bases from Phenolic Mannich bases (5a-e, 6a-e, and 7a-e) were tested toward α-Gly 
and AChE enzymes. Compounds 5a-e, 6a-e, and 7a-e showed Kis in ranging of 341.36 ± 31.84–904.76 ± 93.56 nM on AChE 
and 176.27 ± 22.87—621.77 ± 69.98 nM on α-glycosidase. Finally, novel compounds were found using molecular docking 
method to calculate the biological activity of these bases against many enzymes. The enzymes used in these calculations 
are acetylcholinesterase and α-glycosidase, respectively. Molecule 6b is more effective and active than other molecules with 
a docking score parameter value of − 8.77 against AChE enzyme and 6d is more effective and active than other molecules 
with a docking score parameter value of − 4.94 against α-Gly enzyme. After calculating the biological activities of novel 
compounds, ADME/T analysis parameters were examined to calculate the future drug use properties.
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Introduction

Mannich reaction is a condensation reaction between active 
hydrogen compounds, an aldehyde, and an amine, lead-
ing to the formation of Mannich bases. Mannich bases are 
generally classified as C-Mannich bases, N-Mannich bases, 
S-Mannich bases, and P-Mannich bases. Mannich bases have 

various practical applications such as paint, cosmetics, the 
improvement of natural macromolecular materials, analyti-
cal reagents, water treatment products, petroleum additives, 
synthetic polymer products, textiles, leather, and paper [1]. 
However, the most important application area of Mannich 
bases is pharmaceutical chemistry and this claim is sup-
ported by a significant number of papers published on this 
subject every year. The Mannich reaction can be used to 
improve the distribution of drugs in the human body. Hydro-
philic property of the drug can be increased by inserting a 
polar group into the structure by Mannich reaction. In addi-
tion, if the appropriate amine reagent is used in the Mannich 
reaction, the lipophilic property of the drug can be increased 
[2]. In addition, aminomethylated drugs can act as prodrugs, 
by releasing the active part with deaminomethylation [3] or 
deamination [4] under controlled hydrolytic conditions. Phe-
nolic Mannich bases are in the group of C-Mannich bases 
and represent a very important class of compounds due to 
the formation of the C–C bond and their biological activi-
ties. There are many studies in the literature that phenolic 
Mannich bases show important biological activities such as 
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anticancer and cytotoxic activity [5–7], antibacterial activity 
[8, 9], antimycobacterial activity [10, 11], antifungal activity 
[12, 13], antiviral activity [14–16], anti-hepatitis-B activity 
[17, 18], anticonvulsant activity [19, 20], anti-inflammatory 
activity [21, 22], analgesic activity [23], antioxidant [24, 
25], enzyme inhibition activity [26], regulation of blood 
pressure [27, 28], and platelet aggregation inhibitory activ-
ity [29].

Type-2 diabetes mellitus (T2DM) is one of the most 
popular metabolic diseases in the world and is defined by 
hyperglycemia [30, 31]. α-Glycosidase enzymes are in the 
nutritive system that hydrolyzes carbohydrate molecules into 
glucose molecules. One mechanism that has been developed 
to therapy of T2DM is inhibition of α-glycosidase enzymes 
using synthetic drugs [32, 33]. Acetylcholinesterase (AChE) 
is an enzyme present in cholinergic neurons, and its key role 
is the rapid breakdown of the neurotransmitter acetylcholine 
(ACh) released throughout neurotransmission. The level of 
the active site of AChE is a 20 Å length gorge that includes 
an anionic catalytic site and a peripheral anionic binding 
site. Additionally, AChE inhibitor compounds modulate 
ACh hydrolysis and also play an important role in diagnos-
ing the cholinergic tone [34–37].

When many studies are examined today, it is seen that 
theoretical and experimental studies are carried out together. 
It is seen that the studies done in this way are more popular. 
When these studies are examined, it is seen that the results 
of experimental and theoretical calculations are very close 
to each other [38–43]. Therefore, the theoretical calcula-
tions made before the experimental procedures guide the 
experimental procedures. With theoretical calculations, it is 
possible to synthesize more effective and active molecules 
with their results. In this study, the best method to com-
pare the biological activities of novel compounds against 
enzymes for theoretical calculations is molecular docking. 
In the calculations made by molecular docking method, the 
biological activity values of the molecules found as a result 
of calculations made against enzymes of compounds 5a-e, 
6a-e, and 7a-e are estimated. It is possible to compare the 
biological activities of other molecules with the numerical 
values obtained as a result of the calculation [44, 45]. Many 
parameters are obtained by molecular docking calculations 
of novel molecules against enzymes. From these parameters 
obtained from molecular docking calculations, a lot of infor-
mation about the biological activities of novel molecules is 
obtained [46]. After these calculations, ADME/T (Absorp-
tion, Distribution, Metabolism, Excretion, and Toxicity) 
analysis of novel molecules was performed. ADME/T analy-
sis aims to predict the effects and reactions of molecules that 
can be drugs on the human body [47, 48]. These molecules 
have many parameters with ADME/T calculations. These 
effects and responses are tried to be predicted with numeri-
cal values of these parameters. Each parameter calculated 

theoretically calculates the effects of drug molecules on dif-
ferent organs and tissues. It is theoretically known whether 
these drug molecules will be more effective by applying 
them to the skin, taking them orally, or as a vaccine.

In this study, it was aimed to synthesize new Schiff bases 
from Phenolic Mannich bases and test the enzyme inhibition 
activities against α-Gly and AChE and molecular docking 
studies.

Result and discussion

Chemistry

Phenolic aldehydes (1–3) were synthesized according to the 
Mannich Reaction. Carboxylic acid hydrazides (4a-e) were 
synthesized from esters obtained from suitable carboxylic 
acids according to Fischer Esterification. In the last step phe-
nolic aldehydes (1–3) were reacted with hydrazides (4a-e) 
and target compounds (5a-e, 6a-e, and 7a-e) were obtained 
with good yields (79–93%). Structures of new compounds 
were characterized by IR, 1H NMR, 13C NMR, and HRMS 
spectroscopic methods.

In the IR spectra of the compounds 5a-e, 6a-e, and 7a-e, 
NH stretching bands are observed at 3273–3273   cm−1. 
C = O and CH = N stretching bands are observed at 
1670–1626  cm−1 and 1611–1583  cm−1, respectively. NH, 
C = O, and CH = N stretching bands are the characteristic 
bands of the compounds and compatible with structures.

In the 1H NMR spectra of the compounds 5a-e, 6a-e, 
and 7a-e, peaks of NH protons are seen as a singlet at δ 
12.05–10.20 ppm. Peaks of N = CH protons are observed 
as singlet at δ 8.75–8.19 ppm. Aromatic proton peaks are 
observed at δ 8.43–6.79 ppm as singlet, doublet, triplet, 
and multiplet relative to their chemical environment. Peaks 
of  OCH3 and Ph-CH2-N protons are seen as a singlet at δ 
3.98–3.79 and δ 3.85–3.61 ppm, respectively. Aliphatic pro-
tons of morpholine, piperazine, and piperidine moieties are 
observed at δ 3.78–0.80 ppm as doublet, triplet, and multi-
plet relative to their chemical environment. In the 1H NMR 
spectra of compounds containing phenoxyacetyl moiety (5d, 
6d, and 7d), peaks of NH, N = CH, and Ph–O–CH2 protons 
are seen as two singlets due to E/Z isomers and cis/trans 
conformers of the molecules [49–51].

In the 13C NMR spectra of final molecules, peaks of C = O 
and CH = N carbons are seen at δ 166.8–160.7 ppm and δ 
149.9–147.4 ppm, respectively. Peaks of aromatic carbons 
are observed at δ 168.8–108.1 ppm. Peaks of Ph–O–CH2 
and  OCH3 carbons are seen at δ 61.4–57.9  ppm and δ 
57.5–55.5 ppm, respectively. And aliphatic carbons of mor-
pholine, piperazine, and piperidine moieties are observed at 
δ 66.7–19.2 ppm.
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Finally, in the HRMS spectra of target compounds, the 
found M + 1 molecular ion values are compatible with the 
calculated M + 1 molecular ion values. Spectral data of the 
compounds are fully compatible with the structure of the 
molecules.

Bioactivity

The enzyme inhibitory effects of all the novel Schiff bases 
(5a-e, 6a-e, and 7a-e) were investigated against AChE 

and α-glycosidase as described in previous methods. The 
inhibitory activities were compared to standard compounds 
(Table 1 and Fig. 1). The following results were recorded:

These cholinergic enzyme inhibition results are reported 
in Table 1. Compounds 5a-e, 6a-e, and 7a-e had Kis in 
ranging from 341.36 ± 31.84 to 904.76 ± 93.56  nM for 
AChE (Table 1 and Fig. 1). In comparison, TAC had Ki 
of 787.25 ± 80.61 nM against indicated AChE enzyme. It 
could be seen from the table that all novel molecules dem-
onstrated marked inhibitory effects against AChE with 

Table 1  The enzyme inhibition 
results of compounds 
5a-e, 6a-e, 7a-e against 
achethylcholinesterase (AChE) 
and α-glycosidase (α-Gly) 
enzymes

*(They are control compounds)

Compounds IC50 (nM) Ki (nM)

AChE r2 α-Gly r2 AChE α-Gly

5a 1094.27 0.9781 411.28 0.9558 845.15 ± 56.01 476.13 ± 60.32
5b 502.88 0.9889 193.24 0.9972 441.88 ± 29.07 238.03 ± 26.95
5c 592.67 0.9610 244.06 0.9921 504.81 ± 50.01 278.03 ± 33.18
5d 632.51 0.9937 212.88 0.9328 553.94 ± 66.17 226.98 ± 37.92
5e 600.42 0.9614 200.74 0.9660 498.06 ± 43.06 254.14 ± 50.83
6a 835.02 0.9637 318.10 0.9031 779.21 ± 82.80 354.83 ± 26.96
6b 398.46 0.9041 201.52 0.9715 341.36 ± 31.84 214.04 ± 53.82
6c 445.90 0.9382 155.37 0.9183 401.96 ± 38.87 176.27 ± 22.87
6d 549.25 0.9901 192.66 0.9912 491.55 ± 49.77 200.15 ± 48.51
6e 513.86 0.9779 197.13 0.9551 455.15 ± 46.93 209.45 ± 26.17
7a 1015.74 0.9472 612.92 0.9621 904.76 ± 93.56 621.77 ± 69.98
7b 802.53 0.9284 504.06 0.9815 698.15 ± 72.08 557.13 ± 39.67
7c 841.38 0.9620 441.57 0.9228 735.85 ± 81.04 478.32 ± 67.90
7d 943.26 0.9399 341.48 0.9293 879.33 ± 90.02 359.62 ± 17.86
7e 813.44 0.9692 368.01 0.9815 711.47 ± 59.72 395.03 ± 47.01
TAC** 848.84 0.9668 – – 787.25 ± 80.61 –
ACR*** – – 513.41 0.9491 – 548.13 ± 62.38

Fig. 1  Ki values of AChE and 
α-glycosidase  enzymes
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Ki values ranging in sub-nanomolar; however, compound 
6b showed perfect inhibition effect against AChE (Ki: 
341.36 ± 31.84 nM; Ki-TAC/Ki-6b: 2.28) (Table 1). For 
AChE,  IC50 values of TAC as positive control and some 
novel compounds the following order: 6b (398.46 nM, r2: 
0.9041) < 6c (445.90 nM, r2: 0.9382) < 5b (502.88 nM, r2: 
0.9882) < 6e (513.86 nM, r2: 0.9779) < TAC (848.84 nM, r2: 
0.9668). Cholinergic neurotransmission plays a key role in 
impaired cognitive function in AD and adult-onset dementia 
disorders. Treatments to counteract amyloid-accumulation, 
tau hyperphosphorylation, and immunotherapy have been 
recommended but failed to produce effects and were there-
fore discontinued in phase II or III clinical trials. At present, 
enhancing cholinergic neurotransmission still represents the 
main approach to symptomatic treatment of cognitive and 
behavioral symptoms of mild and moderate stages of AD. 
In line with this therapeutic strategy, various molecules 
like linopirdine, an agent that increases hippocampus ACh 
release, muscarinic ACh receptor agonists like xanomeline, 
and AChE inhibitor compounds like tacrine and physostig-
mine were used [52–55].

Inhibitors of this enzyme delay the breakdown of car-
bohydrate molecules in the small intestine and diminish 
the postprandial blood glucose excursion; hence, inhibition 
of glycosidase enzyme has an important effect on poly-
saccharide metabolism, cellular interaction, glycoprotein 
processing, and widening opportunities for the discovery 
of new therapeutic factors against diseases like obesity, 
viral infection, diabetes, and metastatic cancer [56–58]. For 
α-glycosidase,  IC50 values of ACR as positive control and 
some novel molecules the following order: 6d (192.66 nM, 
r2: 0.9912) < 5b (193.24 nM, r2: 0.9972) < 6c (195.37 nM, 
r2: 0.9183) < 6b (201.52 nM, r2: 0.9715) < ACR (513.41 nM, 
r2: 0.9491). Indeed, AG as a glycosidase located in the brush 
border of the small intestine can selectively hydrolyze ter-
minal (1 → 4)-linked α-glucose residues (disaccharides or 
starch) to release a single α-glucose molecule. Finally, for 
the α-glycosidase, compounds 5a-e, 6a-e, and 7a-e showed 
Kis between 176.27 ± 22.87–621.77 ± 69.98 nM (Table 1 
and Fig. 1). The results demonstrated that compound 6d 
had effective α-glycosidase inhibition effects than that of 
acarbose (Ki: 548.13 ± 62.38 nM) as standard α-glycosidase 
inhibitor. Also, highly effective Kis were calculated for com-
pound 6d (Ki: 176.27 ± 22.87 nM).

Molecular docking

The numerical values of many parameters obtained by 
the Schrödinger program used to calculate the biological 
activities of compounds 5a-e, 6a-e, 7a-e against enzymes 
are compared with the biological activity values of the 
molecules [80]. The numerical values of these parameters 

obtained for this comparison are used. The enzymes used 
to make this comparison are acetylcholinesterase (AChE) 
(pdb ID:4M0E) and α- glycosidase (α-Gly) (pdb ID:1R47). 
The parameters obtained from the interaction of synthe-
sized compounds with these enzymes are given in Table 2.

As a result of molecular docking calculations, many 
parameters obtained for novel molecules are calculated. 
The most important parameter among these calculated 
parameters is the Docking score parameter of molecules. 
The numerical value of this parameter is a numerical 
expression of the interactions between molecules and 
enzyme. As a result of calculations, the molecule with the 
most negative numerical value of this parameter has higher 
biological activity than other molecules. It should be well 
known that the more interaction between any molecule 
and enzyme, the more the numerical value of this param-
eter decreases [46, 59]. Therefore, the most important fac-
tor affecting the biological activities of molecules is the 
interactions between compounds 5a-e, 6a-e, and 7a-e of 
enzymes. These interactions have many interactions such 
as hydrogen bonds, polar and hydrophobic interactions, 
π-π, and halogen [60–66]. These interactions are given in 
Figs. 2 and 3.

Many more parameters were obtained from the inter-
action of compounds 5a-e, 6a-e, and 7a-e with enzymes. 
These parameters explain the interaction between mole-
cule and enzyme from different angles. Glide hbond, Glide 
evdw, and Glide ecoul parameters of novel compounds 
provide information about the chemical interactions 
between molecules and enzymes [46, 59]. These interac-
tions are hydrogen bonding, van der Waals, and Coulomb 
interactions. On the other hand, Glide emodel, Glide 
energy, Glide einternal, and Glide posenum parameters of 
novel Schiff bases provide information about the interac-
tion pose that occurs in the interaction between molecules 
and enzymes [67, 68]. Another parameter obtained from 
molecular docking calculations is Glide Ligand Efficiency, 
which is a numerical value of the efficiency of novel Schiff 
bases against enzymes [69, 70].

After the studied molecules interact with cancer pro-
teins, ADME/T analysis was performed to use the mol-
ecules as advanced drugs. With this analysis, the behavior 
of molecules in human metabolism is tried to be predicted 
theoretically. With this analysis, how it is absorbed, func-
tioning and excretion process by human tissues and organs 
is examined. Among the parameters to be examined for 
this analysis, the two most important parameters are Rule-
OfFive [71, 72] and RuleOfThree [73]. These parameters 
consist of a combination of many parameters. The numeri-
cal values of these parameters are required to be minimum 
zero and maximum three for RuleOfThree and four for 
RuleOfFive (Table 3).
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Conclusion

Biological activity values of compounds 5a-e, 6a-e, and 
7a-e against acetylcholinesterase (AChE) and α- glycosi-
dase (α-Gly) were calculated. This novel Schiff bases 
derived from phenolic Mannich bases were recorded to 
have anticholinergic and antidiabetic properties; also, 
they are appropriate for future significant drug searches. 
Afterward, after examining the interaction of these com-
pounds against enzymes, ADME/T analysis was made and 
the properties of drugs were examined. As a result of the 
docking calculations of the molecules, it has been seen 

that 6b is more effective and active than other molecules 
with a docking score parameter value of − 8.77 against 
AChE enzyme and 6d is more effective and active than 
other molecules with a docking score parameter value 
of − 4.94 against α-Gly enzyme. The presence of more 
electron pairs on heteroatoms in molecules and the inter-
action of the regions with higher electron density with 
enzymes increase the activity. After this examination, 
numerical values of parameters of new molecules can be 
used in future in vivo and in vitro studies for the discovery 
of new drug candidates.

Table 2  Numerical values of the docking parameters of molecule against enzymes

AChE Docking score Glide 
ligand 
efficiency

Glide hbond Glide evdw Glide ecoul Glide emodel Glide energy Glide einternal Glide posenum

5a – – – – – – – – –
5b – – – – – – – – –
5c  − 7.84  − 0.26  − 0.13  − 29.94  − 10.73  − 58.21  − 40.68 8.63 183
5d  − 7.66  − 0.27  − 0.46  − 37.55  − 13.55  − 77.20  − 51.11 11.79 394
5e  − 8.24  − 0.32  − 0.40  − 35.03  − 14.26  − 80.78  − 49.29 10.06 71
6a  − 8.24  − 0.25 0.00  − 32.92  − 19.06  − 78.60  − 51.97 14.69 377
6b  − 8.77  − 0.26  − 0.36  − 44.94  − 15.27  − 86.88  − 60.21 20.99 330
6c  − 8.03  − 0.22 0.00  − 37.76  − 16.62  − 82.73  − 54.39 7.48 60
6d  − 4.78  − 0.14  − 0.30  − 44.16  − 9.09  − 63.13  − 53.25 7.89 221
6e – – – – – – – – –
7a  − 8.64  − 0.34  − 0.32  − 35.14  − 11.38  − 84.47  − 46.52 8.64 73
7b – – – – – – – – –
7c – – – – – – – – –
7d 6.71  − 0.23  − 0.58  − 40.46  − 8.24  − 70.77  − 48.69 11.73 116
7e – – – – – – – – –

α-Gly Docking score Glide 
ligand 
efficiency

Glide hbond Glide evdw Glide ecoul Glide emodel Glide energy Glide einternal Glide posenum

5a  − 4.29  − 0.20  − 0.01  − 21.59  − 16.00  − 55.62  − 37.59 4.73 365
5b  − 4.59  − 0.16  − 0.47  − 28.61  − 12.00  − 51.08  − 40.61 5.03 334
5c  − 3.55  − 0.12  − 0.02  − 31.36  − 6.13  − 43.31  − 37.49 7.18 84
5d  − 2.96  − 0.11  − 0.28  − 26.30  − 7.83  − 35.60  − 34.13 8.30 233
5e  − 2.97  − 0.11  − 0.06  − 26.50  − 5.91  − 35.83  − 32.41 8.02 109
6a  − 4.58  − 0.14 0.00  − 27.28  − 14.04  − 53.20  − 41.32 11.34 353
6b  − 4.38  − 0.13  − 0.16  − 33.05  − 10.90  − 54.68  − 43.95 13.88 245
6c – – – – – – – – –
6d  − 4.94  − 0.16  − 0.20  − 34.88  − 10.80  − 55.42  − 45.68 7.28 397
6e  − 2.88  − 0.09 0.00  − 31.93  − 5.71  − 41.33  − 37.64 13.25 208
7a  − 2.00  − 0.07  − 0.21  − 25.05  − 4.40  − 35.95  − 29.45 2.03 5
7b  − 4.50  − 0.16  − 0.16  − 30.80  − 11.00  − 55.72  − 41.81 5.87 318
7c – – – – – – – – –
7d  − 2.30  − 0.08  − 0.22  − 25.85  − 7.93  − 36.50  − 33.78 5.49 371
7e – – – – – – – – –
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Experimental

Chemistry

The chemicals used in this study were supplied from 
Sigma-Aldrich (Germany). Melting points were deter-
mined on WRS-2A Microprocessor Melting-point 
Apparatus and are uncorrected. IR spectra of com-
pounds were recorded using ALPHA-P BRUKER FT-IR 
Spectrophotometer.1H-NMR spectra were recorded on 
Bruker (400 MHz) spectrometer. 13C-NMR spectra were 

recorded on Bruker (100 MHz) spectrometer. Chemical 
shifts are reported as δ in ppm relative to tetramethylsilane 
(TMS) (δ 0.00 singlets) in deuterated dimethylsulfoxide 
(DMSO-d6) and deuterated chloroform  (CDCl3). HRMS 
spectra were recorded on Agilent 6530 Accurate-Mass 
spectrometer, and acetonitrile was used as the solvent.

General procedure for synthesis compounds 1–3

To a solution of paraformaldehyde (15 mmol) in ethanol 
(20 mL), secondary amine (12 mmol) was added and the 
mixture was refluxed for an hour. 4-Hydroxy-3-methoxy 

Fig. 2  Presentation interactions of molecule 6b with AChE enzyme

Fig. 3  Presentation interactions of molecule 6d with α-Gly enzyme
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Table 3  ADME properties of molecule

5a 5b 5c 5d 5e 6a 6b 6c Referance range

mol_MW 293 385 414 385 375 445 461 490 130–725
dipole (D) 6.5 5.1 12.3 5.3 8.1 6.8 5.0 12.6 1.0–12.5
SASA 577 691 717 733 668 794 808 834 300–1000
FOSA 336 310 310 318 310 258 258 258 0–750
FISA 178 185 231 143 138 115 170 215 7–330
PISA 64 197 177 271 175 422 380 361 0–450
WPSA 0.0 0.0 0.0 0.0 44.8 0.0 0.0 0.0 0–175
volume  (A3) 987 1244 1295 1268 1205 1451 1476 1528 500–2000
donorHB 2 3 2 2 2 2 3 2 0–6
accptHB 7.7 8.45 8.7 8.2 7.7 7 7.75 8 2.0–20.0
glob (Sphere = 1) 0.8 0.8 0.8 0.8 0.8 0.8 0.8 0.8 0.75–0.95
QPpolrz  (A3) 29.4 39.7 41.6 42.1 38.6 50.8 50.8 52.7 13.0–70.0
QPlogPC16 9.5 13.2 13.6 13.5 12.4 16.1 16.6 17.1 4.0–18.0
QPlogPoct 17.0 22.3 23.1 21.3 20.5 24.1 25.9 26.6 8.0–35.0
QPlogPw 11.7 14.7 13.7 13.5 12.2 13.3 15.4 14.5 4.0–45.0
QPlogPo/w 0.6 1.8 1.8 2.5 2.4 4.5 3.7 3.8  − 2.0–6.5
QPlogS  − 1.9  − 3.1  − 3.5  − 4.1  − 3.3  − 5.5  − 5.2  − 5.7  − 6.5–0.5
CIQPlogS  − 1.6  − 3.4  − 3.9  − 3.6  − 3.5  − 5.5  − 5.5  − 6.0  − 6.5–0.5
QPlogHERG  − 5.3  − 6.3  − 6.3  − 7.2  − 6.0  − 7.8  − 7.7  − 7.7 *
QPPCaco (nm/sec) 51 44 16 109 122 202 60 22 **
QPlogBB  − 1.2  − 1.5  − 2.0  − 1.1  − 0.8  − 0.8  − 1.5  − 2.0  − 3.0–1.2
QPPMDCK (nm/sec) 22 19 6 50 99 97 26 9 **
QPlogKp  − 6.0  − 5.4  − 6.3  − 4.5  − 4.7  − 3.4  − 4.5  − 5.4 Kp in cm/hr
IP (ev) 9.5 9.4 9.7 9.5 9.4 9.0 9.0 9.1 7.9–10.5
EA (eV) 0.2 0.1 2.3 0.1 0.6 0.1 0.0 2.2  − 0.9–1.7
#metab 5 6 6 5 6 4 5 5 1–8
QPlogKhsa  − 0.4  − 0.1 0.0 0.1 0.1 0.8 0.6 0.7  − 1.5–1.5
Human Oral Absor 3 2 2 3 3 3 3 2 –
Per. Human Oral Absor 61 67 59 78 78 94 81 73 ***
PSA 106 116 140 104 92 89 112 136 7–200
RuleOfFive 0 0 0 0 0 0 0 0 Maximum is 4
RuleOfThree 0 0 1 0 0 0 0 2 Maximum is 3
Jm 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 –

6d 6e 7a 7b 7c 7d 7e Referance range

mol_MW 461 451 381 397 426 397 387 130–725
dipole (D) 5.2 8.0 7.6 5.9 13.4 6.1 8.9 1.0–12.5
SASA 848 783 713 727 753 767 702 300–1000
FOSA 266 258 365 365 365 373 365 0–750
FISA 129 123 108 164 209 122 117 7–330
PISA 453 357 240 197 178 271 175 0–450
WPSA 0.0 44.8 0.0 0.0 0.0 0.0 44.8 0–175
volume  (A3) 1501 1438 1292 1316 1368 1341 1278 500–2000
donorHB 2 2 2 3 2 2 2 0–6
accptHB 7.5 7 6 6.75 7 6.5 6 2.0–20.0
glob (Sphere = 1) 0.7 0.8 0.8 0.8 0.8 0.8 0.8 0.75–0.95
QPpolrz  (A3) 53.1 49.7 42.7 42.6 44.5 45.0 41.5 13.0–70.0
QPlogPC16 17.1 15.8 13.2 13.7 14.2 14.1 12.9 4.0–18.0
QPlogPoct 24.9 24.0 20.6 22.3 23.3 21.4 20.6 8.0–35.0
QPlogPw 14.3 12.9 10.9 13.0 12.0 11.8 10.5 4.0–45.0
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benzaldehyde (vanillin) (10 mmol) was added to this mix-
ture and refluxed for 4 h. Reaction progress was monitored 
by TLC (hexane: ethyl acetate–7:3). After completion, half 
of the solvent was removed under reduced pressure and the 
mixture was left in the freezer overnight and the formed 
solid was filtered off. The crude product was recrystallized 
from ethanol (Fig. 4).

4‑Hydroxy‑3‑methoxy‑5‑(morpholinomethyl)benzaldehyde 
(1)

White solid; yield: 85%, mp: 99–100 °C [74]. IR (ATR, 
 cm−1) νmax2945, 2866, 2829, 2733, 1647, 1592, 1270, 1120, 

868, 705; 1H-NMR (400 MHz,  CDCl3) δ 9.79 (s, 1H), 7.36 
(m, 1H), 7.19 (m, 1H) 3.95 (s, 3H), 3.82 (s, 2H), 3.78 (m, 
4H), 2.63 (m, 4H); 13C-NMR (100 MHz,  CDCl3)δ 190.6, 
153.5, 148.6, 128.5, 125.5, 120.3, 109.8, 66.6 (2C), 61.1, 
56.0, 52.7 (2C).

4‑Hydroxy‑3‑methoxy‑5‑((4‑phenylpiperazin‑1‑yl)methyl)
benzaldehyde (2)

White solid; yield: 90%, mp: 156 °C (lit: 156–157 °C) [75]. 
IR (ATR,  cm−1) νmax2959, 2938, 2827, 2737, 1677, 1586, 
1315, 1235, 1141, 760, 691;1H-NMR (400 MHz,  CDCl3) 
δ10.90 (brs, 1H), 9.81 (s, 1H), 7.39–7.38 (m, 1H), 7.32–7.27 

Table 3  (continued)

6d 6e 7a 7b 7c 7d 7e Referance range

QPlogPo/w 4.5 4.4 3.7 3.0 3.0 3.8 3.8  − 2.0–6.5
QPlogS  − 6.3  − 5.5  − 4.5  − 4.2  − 4.6  − 5.2  − 4.4  − 6.5–0.5
CIQPlogS  − 5.7  − 5.6  − 4.2  − 4.2  − 4.7  − 4.4  − 4.3  − 6.5–0.5
QPlogHERG  − 8.5  − 7.4  − 6.6  − 6.4  − 6.5  − 7.3  − 6.1 *
QPPCaco (nm/sec) 149 167 233 69 26 172 192 **
QPlogBB  − 1.1  − 0.7  − 0.6  − 1.3  − 1.8  − 0.9  − 0.6  − 3.0–1.2
QPPMDCK (nm/sec) 70 139 113 30 10 81 162 **
QPlogKp  − 3.6  − 3.8  − 4.0  − 5.0  − 5.9  − 4.1  − 4.4 Kp in cm/hr
IP (ev) 9.0 9.0 9.4 9.4 9.6 9.4 9.4 7.9–10.5
EA (eV) 0.0 0.6 0.0 0.0 2.2 0.0 0.5  − 0.9–1.7
#metab 4 5 4 5 5 4 5 1–8
QPlogKhsa 0.8 0.8 0.6 0.4 0.5 0.6 0.5  − 1.5–1.5
Human Oral Absor 1 3 3 3 2 3 3 –
Per. Human Oral Absor 92 93 91 77 70 89 90 ***
PSA 100 87 83 106 130 93 81 7–200
RuleOfFive 0 0 0 0 0 0 0 Maximum is 4
RuleOfThree 1 0 0 0 0 0 0 Maximum is 3
Jm 0.0 0.0 0.0 0.0 0.0 0.0 0.0 –

*Corcern below − 5, **a < 25 is poor and a > 500 is great, ***b < 25 is poor and b > 80 is high
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(m, 2H), 7.22–7.17 (m, 1H) 6.95–6.86 (m, 3H), 3.96 (s, 
3H), 3.89 (s, 2H), 3.28 (m, 4H), 2.80 (m,4H); 13C-NMR 
(100 MHz,  CDCl3)δ 190.6, 153.7, 150.7, 148.7, 129.2 (2C), 
128.4, 125.5, 120.6, 120.4, 116.5 (2C), 109.9, 60.8, 56.0, 
52.5 (2C), 49.2 (2C).

4‑Hydroxy‑3‑methoxy‑5‑((3‑methylpiperidin‑1‑yl)methyl)
benzaldehyde (3)

Light brown solid; yield: 88%, mp: 142–144 °C; IR (ATR, 
 cm−1) νmax2946, 2922, 2853, 2748, 1651, 1592, 1271, 1147, 
864, 707;1H-NMR (400 MHz,  CDCl3) δ11.55 (s, 1H), 9.76 
(s, 1H), 7.33 (m, 1H), 7.15 (m, 1H) 3.94 (s, 3H), 3.78 (m, 
2H), 2.96–2.90 (m, 2H), 2.11 (t, J = 10.5 Hz, 1H), 1.83–1.58 
(m, 5H), 0.98–0.95 (m, 1H), 0.89 (d, J = 6.3 Hz, 3H),13C-
NMR (100 MHz,  CDCl3)δ 190.6, 154.8, 148.6, 127.8, 125.4, 
120.8, 109.5, 61.2, 60.7, 55.9, 53.2, 32.2, 31.0, 25.0, 19.2.

General procedure for synthesis compounds 4a‑e

Concentrated  H2SO4 (1 mL) was added to the solution of 
suitable carboxylic acids (10 mmol) in methanol (20 mL) 
and refluxed for 2 h. The mixture was cooled to room tem-
perature, and saturated  NaHCO3 solution (50 mL) was added 
slowly. The aqueous layer was extracted with dichlorometh-
ane (3 × 15 mL). Organic layer was dried with sodium sulfate 
and the solvent was removed by evaporation under reduced 
pressure. The crude product was dissolved ethanol (20 ml) 
and hydrazinium hydroxide (5 ml, 80%) was added to this 
mixture. It was refluxed for 4 h and left in the freezer over-
night. Formed crystals were filtered off, dried and recrystal-
lized from ethanol (Fig. 5).

General procedure for synthesis compounds 5a‑e, 6a‑e, 
and 7a‑e

Suitable aldehyde (1–3) (10 mmol) and hydrazide (4a-e) 
(10 mmol) were dissolved in absolute ethanol (20 mL) and 
4–5 drops of acetic acid was added. Reaction mixture was 
refluxed for 2–3 h. Compounds 5a-e and 6a-e precipitated 
during the reaction. For compounds 7a-e, half of the solvent 

was removed under reduced pressure and the mixture was 
left in the freezer overnight and the formed solid was fil-
tered off. The crude product was recrystallized from ethanol 
(Fig. 6).

N’‑(4‑hydroxy‑3‑methoxy‑5‑(morpholinomethyl)
benzylidene)benzohydrazide(5a)

White solid, yield: 84%, mp:231–233 °C, IR (ATR,  cm−1) 
νmax3183, 3062, 2951, 1639, 1601, 1303, 1116, 858, 690;1H-
NMR (400 MHz,  CDCl3, δ/ppm): δ 10.20 (s, 1H), 8.30 (s, 
1H), 7.92 (d, 2H, J = 8.0 Hz), 7.50 (t, 1H, J = 7.2 Hz),7.40 (t, 
1H, J = 7.4 Hz), 7.24 (s, 1H), 6.91 (s, 1H), 3,81 (s, 3H), 3.72 
(m, 4H), 3.62 (s, 2H), 2,52 (m, 4H). 13C-NMR (100 MHz, 
 CDCl3,δ/ppm): δ164.5, 149.5, 149.2, 148.2, 133.2, 131.9, 
128.6 (2C), 127.6 (2C), 125.0, 121.9, 120.4, 109.1, 66.6 
(2C), 61.0, 55.9, 52.7 (2C). HRMS (Q-TOF) m/z calcd for 
 C20H23N3O4: 369.1689, found: 370.1745 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑(morpholinomethyl)benzylide
ne)‑4‑hydroxybenzohydrazide(5b)

White solid, yield: 88%, mp:249–250 °C, IR (ATR,  cm−1) 
νmax3193, 3069, 2937, 1649, 1607, 1304, 1108, 852, 698;1H-
NMR (400 MHz, DMSO-d6, δ/ppm): δ 11.51 (s, 1H), 8.31 
(s, 1H), 7.80 (d, 2H, J = 8.0 Hz), 7.22 (s, 1H), 7.07 (s, 1H), 
6.86 (d, 2H, J = 8.0 Hz), 3,83 (s, 3H), 3.63 (s, 2H), 3.61 (m, 
4H), 2.45 (m, 4H). 13C-NMR (100 MHz, DMSO-d6, δ/ppm): 
δ162.6, 160.5, 147.9, 147.7, 147.4, 129.6 (2C), 125.1, 124.0, 
122.5 (2C), 121.9, 115.0, 108.1, 66.1 (2C), 58.2, 55.6, 52.7 
(2C). HRMS (Q-TOF) m/z calcd for  C20H23N3O5: 385.1638, 
found: 386.1695 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑(morpholinomethyl)benzylide
ne)‑3‑nitrobenzohydrazide(5c)

Yellow solid, yield: 90%, mp:235–237 °C [76]. IR (ATR, 
 cm−1) νmax3176, 3080, 2945, 1644, 1611, 1532, 1348, 
1308, 1115, 858, 703; 1H-NMR (400  MHz, DMSO-
d6, δ/ppm): δ 12.04 (s, 1H), 8.75 (s, 1H), 8.43 (d, 1H, 
J = 8.0 Hz), 8.36 (s, 1H), 7.84 (t, 1H, J = 8.0 Hz), 7.26 
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(s, 1H), 7.12 (s, 1H), 3,85 (s, 3H), 3.65 (s, 2H), 3.61 (m, 
4H), 2.46 (m, 4H).:13C-NMR (100 MHz, DMSO-d6, δ/
ppm): δ160.7, 149.3, 148.4, 147.8, 147.7, 134.9, 134.0, 
130.2, 126.2, 124.6, 122.5, 122.3, 122.2, 108.2, 66.1 
(2C), 58.2, 55.6, 52.7 (2C). HRMS (Q-TOF) m/z calcd for 
 C20H22N4O6: 414.1539, found: 415.1599 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑(morpholinomethyl)benzylide
ne)‑2‑phenoxyacetohydrazide(5d)

White solid, yield: 89%, mp:205–206 °C, IR (ATR,  cm−1) 
νmax3183, 3036, 2951, 1661, 1591, 1298, 1114, 832, 690;1H-
NMR (400 MHz, DMSO-d6, δ/ppm): δ 11.48 and 11.44 (2 s, 
1H), 8.20 and 7.90 (2 s, 1H), 7.34–7.27 (m, 2H), 7.21 (d, 1H, 
J = 8.0 Hz), 7.07 (s, 1H), 7.00 (d, 1H, J = 8.0 Hz), 6.96–6.91 
(m, 2H), 5.14 and 4.65 (2 s, 2H),3,81 (s, 3H), 3.63 (s, 2H), 
3.60 (m, 4H), 2.44 (m, 4H). 13C-NMR (100 MHz, DMSO-
d6, δ/ppm): δ168.8, 163.9, 158.2, 157.7, 148.3, 147.9, 144.2, 
129.5, 129.4, 124.6, 122.1, 121.4, 120.6, 114.6, 108.4, 66.1 
(2C), 64.6, 58.3, 55.6, 52.6 (2C). HRMS (Q-TOF) m/z calcd 
for  C21H25N3O5: 399.1794, found: 400.1846 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑(morpholinomethyl)
benzylidene)thiophene‑2‑carbohydrazide(5e)

Beige solid, yield: 87%, mp:217–219 °C, IR (ATR,  cm−1) 
νmax3169, 3043, 2945, 1626, 1584, 1300, 1115, 838, 711;1H-
NMR (400 MHz,  CDCl3,δ/ppm): δ 10.87 (s, 1H), 8.26 (s, 
1H), 7.93 (s, 1H), 7.71 (d, 1H, J = 4.0 Hz), 7.43 (s, 1H), 7.19 
(s, 1H), 6.98 (s, 1H), 3,98 (s, 3H), 3.78 (m, 6H), 2.62 (m, 
4H). 13C-NMR (100 MHz,  CDCl3,δ/ppm): δ163.1, 149.4, 
148.4, 145.2, 135.5, 134.5, 132.7, 126.5, 125.3, 121.9, 
120.6, 109.2, 66.7 (2C), 61.4, 55.9, 52.8 (2C). HRMS 
(Q-TOF) m/z calcd for  C18H21N3O4S: 375.1253, found: 
376.1305 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((4‑phenylpiperazin‑1‑yl)
methyl)benzylidene)benzohydrazide(6a)

White solid, yield: 93%, mp:249–251 °C, IR (ATR,  cm−1) 
νmax3198, 3057, 2949, 1649, 1594, 1312, 1110, 686;1H-
NMR (400  MHz, DMSO-d6, δ/ppm): δ 11.74 (s, 1H), 
8.37 (s, 1H), 7.92 (d, 2H, J = 8.0 Hz), 7.59–7.53 (m, 3H), 
7.27–7.20 (m, 3H), 7.12 (s, 1H), 6.94 (d, 2H, J = 8.0 Hz), 
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6.79 (t, 1H, J = 7.2 Hz) 3,85 (s, 3H), 3.72 (s, 2H), 3.17 (m, 
4H), 2,62 (m, 4H). 13C-NMR (100 MHz, DMSO-d6, δ/ppm): 
δ162.9, 150.8, 148.3, 147.8, 133.6, 131.6, 128.9 (3C), 128.4 
(2C), 127.5 (2C), 124.9, 122.7, 122.0, 119.0, 115.5 (2C), 
108.2, 57.9, 55.6, 52.1 (2C), 48.2 (2C). HRMS (Q-TOF) m/z 
calcd for  C26H28N4O3: 444.2161, found: 445.2220 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((4‑phenylpiperazin‑1‑yl)
methyl)‑4‑hydroxybenzylidene)benzohydrazide(6b)

White solid, yield: 91%, mp:254–256 °C, IR (ATR,  cm−1) 
νmax3273, 3061, 2939, 1646, 1598, 1308, 1114, 756;1H-
NMR (400 MHz, DMSO-d6, δ/ppm): δ 11.52 (s, 1H), 8.33 
(s, 1H), 7.81 (d, 2H, J = 8.2 Hz), 7.27–7.20 (m, 3H), 7.09 (s, 
1H), 6.94 (d, 2H, J = 8.0 Hz), 6.79 (t, 1H, J = 7.2 Hz), 3,84 
(s, 3H), 3.71 (s, 2H), 3.16 (m, 4H), 2,62 (m, 4H). 13C-NMR 
(100 MHz, DMSO-d6, δ/ppm): δ162.5, 160.5, 150.8, 148.1, 
147.7, 147.4, 129.6, 128.9 (3C), 125.1, 124.0, 122.6, 121.8, 
119.0, 115.5 (3C), 114.9, 108.1, 58.0, 55.6, 52.1 (2C), 48.2 
(2C). HRMS (Q-TOF) m/z calcd for  C26H28N4O4: 460.2111, 
found: 461.2167 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((4‑phenylpiperazin‑1‑yl)
methyl)benzylidene)‑3‑nitrobenzohydrazide(6c)

Yellow solid, yield: 93%, mp:223–224 °C [76]. IR (ATR, 
 cm−1) νmax3194, 3075, 2946, 1641, 1599, 1531, 1348, 1306, 
688;1H-NMR (400 MHz, DMSO-d6, δ/ppm): δ 12.04 (s, 
1H), 8.75 (s, 1H), 8.44 (d, 1H, J = 7.8 Hz), 8.37 (d, 2H, 
J = 9.8 Hz),7.84 (t, 1H, J = 8.0 Hz),7.28–7.15 (m, 4H), 
6.94 (d, 2H, J = 8.0 Hz), 6.79 (t, 1H, J = 7.2 Hz), 3,86 (s, 
3H), 3.73 (s, 2H), 3.17 (m, 4H), 2,63 (m, 4H). 13C-NMR 
(100 MHz, DMSO-d6, δ/ppm): δ160.7, 150.8, 149.3, 148.5, 
147.8, 134.9, 134.1, 130.3, 128.9 (3C), 126.2, 124.7, 122.7, 
122.2, 119.0, 115.5 (3C), 108.3, 57.9, 55.7, 52.1 (2C), 48.2 
(2C). HRMS (Q-TOF) m/z calcd for  C26H27N5O5: 489.2012, 
found: 490.2080 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((4‑phenylpiperazin‑1‑yl)
methyl)benzylidene)‑2‑phenoxyacetohydrazide(6d)

White solid, yield: 90%, mp:210–212 °C, IR (ATR,  cm−1) 
νmax3174, 3035, 2973, 1657, 1593, 1314, 1226, 749, 
686;1H-NMR (400 MHz, DMSO-d6, δ/ppm): δ 11.50 and 
11.46 (2 s, 1H), 8.23 and 7.92 (2 s, 1H), 7.34–7.19 (m, 
5H), 7.10 (s, 1H), 7.00 (d, 1H, J = 8.2 Hz), 6.93 (m, 4H), 
6.79 (t, 1H, J = 7.0 Hz), 5.14 and 4.65 (2 s, 2H), 3,82 (s, 
3H), 3.70 (s, 2H), 3.15 (m, 4H), 2.61 (m, 4H). 13C-NMR 
(100 MHz, DMSO-d6, δ/ppm): δ168.8, 163.9, 158.2, 157.7, 
150.8, 148.3, 147.7, 144.2, 129.5, 128.9, 124.6, 122.6, 
121.2, 120.6, 119.0, 115.5, 114.6, 108.5, 66.4, 64.6, 57.9, 
55.6, 52.1 (2C), 48.2 (2C). HRMS (Q-TOF) m/z calcd for 
 C27H30N4O4: 474.2267, found: 475.2339 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((4‑phenylpiperazin‑1‑yl)
methyl)benzylidene)thiophene‑2‑carbohydrazide(6e)

Beige solid, yield: 92%, mp:222–224 °C, IR (ATR,  cm−1) 
νmax3216,3187, 3061, 2946, 1627, 1583, 1298, 842, 713;1H-
NMR (400 MHz,  CDCl3, δ/ppm): δ 10.44 (s, 1H), 8.25 (s, 
1H), 7.89 (s, 1H), 7.70 (s, 1H), 7.44 (s, 1H), 7.30–7.25 (m, 
2H), 7.19 (s, 1H), 6.99 (s, 1H), 6.91–6.88 (m, 3H), 3,98 (s, 
3H), 3.84 (s, 2H), 3.26 (m, 4H), 2,78 (m, 4H). 13C-NMR 
(100 MHz,  CDCl3, δ/ppm): δ162.9, 159.7, 150.8, 149.6, 
148.5, 145.0, 135.5, 134.5, 129.3 (2C), 126.5, 125.1, 121.9, 
120.9, 120.4, 116.5 (2C), 109.2, 61.0, 56.0. 52.5 (2C), 
49.1 (2C). HRMS (Q-TOF) m/z calcd for  C24H26N4O3S: 
450.1726, found: 451.1794 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((3‑methylpiperidin‑1‑yl)
methyl)benzylidene)benzohydrazide(7a)

Beige solid, yield: 79%, mp:199–201 °C, IR (ATR,  cm−1) 
νmax3230, 3066, 2929, 1643, 1603, 1298, 692;1H-NMR 
(400 MHz, DMSO-d6, δ/ppm): δ 11.79 (s, 1H), 8.37 (s, 
1H), 7.94 (d, 2H, J = 8.0 Hz), 7.58–7.52 (m, 4H), 7.25 (s, 
1H), 7.01 (s, 1H), 3,81 (s, 3H), 3.65 (s, 2H), 2.78 (m, 2H), 
1.97 (t, 1H, J = 10.40 Hz), 1.70–1.43 (m, 5H), 0,89–0,80 (m, 
4H). 13C-NMR (100 MHz, DMSO-d6, δ/ppm):δ162.9, 149.2, 
148.4, 147.7 133.6, 131.6, 128.4 (2C), 127.5 (2C), 124.7, 
122.2, 121.5, 108.2, 60.2, 59.6, 55.5, 52.6, 32.0, 30.6, 24.8, 
19.2. HRMS (Q-TOF) m/z calcd for  C22H27N3O3: 381.2052, 
found: 382.2111 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((3‑methylpiperidin‑1‑yl)
methyl)benzylidene)‑4‑hydroxybenzohydrazide(7b)

Beige solid, yield: 81%, mp:180–182 °C, IR (ATR,  cm−1) 
νmax3177, 3010, 2932, 1641, 1600, 1276, 1169, 848;1H-
NMR (400 MHz,  CH3OD, δ/ppm): δ 8.20 (s, 1H), 7.84 
(d, 2H, J = 8.6 Hz), 7.60 (s, 1H), 7.02 (s, 1H), 6.89 (d, 2H, 
J = 8.6 Hz), 3,91 (s, 3H), 3.85 (s, 2H), 3.06–3.00 (m, 2H), 
2.30 (t, 1H, J = 11.2 Hz), 2.05–1.99 (m, 1H), 1.79–1.59 (m, 
4H), 1.04–0.98 (m, 1H), 0,91 (d, 3H, J = 6.4 Hz).13C-NMR 
(100 MHz,  CH3OD, δ/ppm): δ166.8, 162.8, 151.9, 150.2, 
149.9, 130.8 (2C), 126.2, 124.8, 124.6, 121.3 (2C), 116.4, 
110.1, 61.2, 60.4, 57.5, 53.9, 32.9, 31.9, 25.6, 19.6. HRMS 
(Q-TOF) m/z calcd for  C22H27N3O4: 397.2002, found: 
398.2066 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((3‑methylpiperidin‑1‑yl)
methyl)benzylidene)‑3‑nitrobenzohydrazide (7c)

Beige solid, yield: 80%, mp:230–231 °C, IR (ATR,  cm−1) 
νmax3241, 3084, 2943, 1642, 1585, 1528, 1349, 1301, 
765;1H-NMR (400 MHz, DMSO-d6, δ/ppm): δ 12.05 (brs, 
1H), 8.75 (s, 1H), 8.43 (d, 2H, J = 7.8 Hz), 8.36 (d, 1H, 
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J = 6.8 Hz), 7.83 (t, 1H, J = 7.8 Hz),7.24 (s, 1H),7.03 (s, 1H), 
3.82 (s, 3H), 3.67 (s, 2H), 2.80 (m, 2H), 2.02–1.97 (m, 1H), 
1.73–1.45 (m, 5H), 0.90–0.82 (m, 4H). 13C-NMR (100 MHz, 
DMSO-d6, δ/ppm):δ160.7, 149.4, 149.3, 147.7, 134.9, 134.0 
(2C), 130.2, 126.1, 124.4, 122.3, 122.2, 121.7, 108.3, 60.2, 
59.5, 55.5, 52.6, 32.0, 30.7, 24.8, 19.2. HRMS (Q-TOF) m/z 
calcd for  C22H26N4O5: 426.1903, found: 427.1971 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((3‑methylpiperidin‑1‑yl)
methyl)benzylidene)‑2‑phenoxyacetohydrazide(7d)

Beige solid, yield: 82%, mp:172–173 °C, IR (ATR,  cm−1) 
νmax3198, 3060, 2925, 167, 1593, 1223, 1119, 745, 686;1H-
NMR (400 MHz, DMSO-d6, δ/ppm): δ 11.47 and 11.46 (2 s, 
1H), 8.19 and 7.89 (2 s, 1H), 7.34–7.27 (m, 2H), 7.20 (s, 
1H), 7.03–7.91 (m, 4H),5.13 and 4.64 (2 s, 2H), 3.79 (s, 
3H), 3.71 (s, 2H), 2.83 (m, 2H), 2.07 (m, 1H), 1.81–1.46 (m, 
5H), 0,93–0.91 (m, 1H), 0.84 (d, 3H, J = 6.2 Hz). 13C-NMR 
(100 MHz, DMSO-d6, δ/ppm):δ168.8, 163.9, 158.2, 157.7, 
149.1, 148.9, 148.3, 147.7, 144.2, 129.5, 129.3,124.4, 121.8, 
121.2, 121.0, 120.6, 114.6, 114.4, 108.7, 108.5, 66.4, 64.6, 
60.0, 55.5, 52.5, 31.8, 30.5, 24.6, 19.2. HRMS (Q-TOF) m/z 
calcd for  C23H29N3O4: 411.2158, found: 412.2222 [M +  H]+.

N’‑(4‑hydroxy‑3‑methoxy‑5‑((3‑methylpiperidin‑1‑yl)
methyl)benzylidene)thiophene‑2‑carbohydrazide(7e)

Beige solid, yield: 80%, mp:185–186 °C, IR (ATR,  cm−1) 
νmax3225, 3069, 2926, 1633, 1603, 1294, 842, 705;1H-NMR 
(400 MHz, DMSO-d6, δ/ppm): δ 11.75 (s, 1H), 8.31 (s, 1H), 
8.05–7.86 (m, 2H), 7.36 (s, 1H), 7.22 (m, 2H), 7.06–7.02 
(m, 1H), 3,84 (s, 3H), 3.67 (s, 2H), 2.80–2.78 (m, 2H), 2.00 
(t, 1H, J = 10.8 Hz), 1.76–1.45 (m, 5H), 0.93–0.88 (m, 1H), 
0.82 (d, 3H, J = 6.4 Hz). 13C-NMR (100 MHz, DMSO-d6, 
δ/ppm):δ161.0, 157.5, 149.2, 147.8, 144.2, 134.9, 133.0, 
131.5, 128.7, 126.5, 124.6, 121.4, 108.4, 60.2, 59.5, 55.5, 
52.6, 32.0, 30.7, 24.8, 19.2. HRMS (Q-TOF) m/z calcd for 
 C20H25N3O3S: 387.1617, found: 388.1679 [M +  H]+.

Enzyme inhibition studies

The effect of these compounds on the acetylcholinester-
ase enzyme was investigated according to the Ellman [77] 
method. For this purpose, IC50 and Ki values were found 
and inhibition types were determined. The basis of this 
method can be explained as follows: Cholinesterases cata-
lyze the breakdown of acetylcholine into thiocholine and 
acetate. It forms yellow colored 5-thio-2-nitrobenzoic acid, 
which is formed by the reaction of thiocholine and DTNB, 
which is released as a product. The resulting compound 
color gave an absorbance at 412 nm. The absorbance of the 
sample and blank cuvettes was measured at a wavelength of 
412 nm and for 5 min [78–81]. Additionally, α-glycosidase 

enzyme activity was determined using p-NPG as substrate 
according to the procedure of Tao et al.; [82] Samples were 
prepared by dissolving 20 mg in 2 mL (EtOH:H2O). If all 
enzyme inhibition was achieved, multiple solutions were 
prepared in phosphate buffer. First, 75 µL of phosphate 
buffer was mixed with phosphate buffer (0.15 U/mL, pH 
7.4) and 20 µL of enzyme solution in 5 µL of sample. It was 
then pre-incubated at 35 °C for 10 min before adding p-NPG 
to the start of the reaction. Also, after pre-incubation, 20 µL 
of p-NPG in phosphate buffer (5 mM, pH = 7.4) was added 
and incubation was carried out again at 35 °C.  IC50 and Ki 
values were calculated by curve fitting the data. Acarbose 
compound was used as a positive control. Absorbances were 
measured spectrophotometrically at 405 nm [83–85]. One 
unit of α-glycosidase is the amount of enzyme (pH: 7.4) that 
catalyzes 1.0 mol of substrate hydrolysis per minute [86].

The inhibitory effect of novel Schiff bases from Phenolic 
Mannich bases (5a-e, 6a-e, and 7a-e) on AChE activity was 
performed according to spectrophotometric method of Ell-
man [77] as described previously [78–81]. α-Glycosidase 
inhibition effect of novel compounds (5a-e, 6a-e, and 7a-e) 
was evaluated according to the method of Tao et al. [82] The 
absorbances of samples were recorded at 405 nm as previ-
ously described [83–86].

Docking studies

One of the most important methods used to calculate 
the theoretical biological activities of molecules against 
enzymes is molecular docking. In the calculations made by 
molecular docking method, many parameters are obtained 
from the interactions of molecules with enzymes to compare 
biological activities. These parameters are very important 
parameters to explain the theoretical biological activities 
of molecules [45]. AChE and α-Gly were used to calcu-
late the biological activity of Schiff bases from Phenolic 
Mannich bases (5a-e, 6a-e, 7a-e). In this study, the crystal 
structure of acetylcholinesterase (AChE) (pdb ID:4M0E) 
and α-glycosidase (α-Gly) (pdb ID:1R47) [87] was used for 
docking study of compounds 5a-e, 6a-e, 7a-e. Molecular 
docking calculations to calculate the biological activity of 
compounds 5a-e, 6a-e, 7a-e were performed using Maestro 
Molecular modeling platform (version 12.2) by Schrödinger. 
Proteins and new molecules should be prepared for calcula-
tions using the Maestro Molecular modeling platform (ver-
sion 12.2) by Schrödinger program. In docking calculations, 
different processes are performed for novel molecules and 
enzymes at each stage. It was primarily used from Gauss-
ian software program [88] to obtain optimized structures 
of novel compounds. Using these optimized structures, all 
calculations were made with the Maestro Molecular mod-
eling platform (version 12.2) by Schrödinger, LLC [89]. 
The Maestro Molecular modeling platform (version 12.2) 
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by Schrödinger comes together from many modules. In the 
first module between these modules, the protein preparation 
module [90, 91] is used to prepare the enzymes formed by 
proteins for calculations. In the next module, the LigPrep 
module [92, 93] was used to prepare compounds 5a-e, 6a-e, 
7a-e for calculations. In the next module, The Glide ligand 
docking module [94] was used for enzymes to interact with 
novel molecules. In all modules used, OPLS3e method 
was used in all calculations for docking calculations of 
novel compounds and proteins. After docking calculations, 
ADME/T analysis (absorption, distribution, metabolism, 
excretion, and toxicity) was performed to examine the prop-
erties of novel compounds for future drug use. The Qik-
prop module [95] of the Schrödinger software was used for 
ADME/T analysis.

Authors’ contributions FST, PT, and BT contributed equally to the 
curation and writing of manuscript; IHD provided NMR and HRMS 
data; KŞ and IG performed conceptualization, reviewing, and editing 
of the manuscript.

Funding No funding was received for conducting this study.

Declarations 

Conflicts of interest The authors declare that they have no conflicts of 
interest to disclose.

Ethics approval and consent to participate Not applicable. The manu-
script does not contain data collected from humans or animals.

Consent for publication Not applicable. The manuscript does not con-
tain any individual person’s data.

References

 1. M. Tramontini, L. Angiolini, Mannich Bases: Chemistry and Uses 
(CRC Press, Boca Raton, 1994)

 2. A.N. Saab, K.B. Sloan, H.D. Beall, R. Villaneuva, J. Pharm. Sci. 
79, 1099 (1990)

 3. K.M. Huttunen, J. Rautio, Curr. Top. Med. Chem. 11, 2265 (2011)
 4. A.L. Simplicio, J.M. Clancy, J.F. Gilmer, Int. J. Pharm. 336, 208 

(2007)
 5. M. Vijaya Bhaskar Reddy, S.-S. Chen, M.L. Lin, H.H. Chan, P.C. 

Kuo, T.S. Wu, Chem. Pharm. Bull. 2011, 59, 1549.
 6. H.L. Chen, C.Y. Chang, H.T. Lee, H.H. Lin, P.J. Lu, C.N. Yang, 

C.-W. Shiau, A.Y. Shaw, Bioorg. Med. Chem. 17, 7239 (2009)
 7. W. Lan, J. Wei, J. Qiu, Z. Yang, G. Su, Z. Dai, Lett. Drug Des. 

Discov. 10, 689 (2013)
 8. D. Us, B. Berk, E. Gürdal, N. Aytekin, T. Kocagöz, B. Çağlayan, 

I. Aksan Kurnaz, D. Demir Erol, Turk. J. Chem. 2010, 34, 447.
 9. M.D. Aytemir, B. Özçelik, Med. Chem. Res. 20, 443 (2011)
 10. D. Sriram, P. Yogeeswari, K. Madhu, Bioorg. Med. Chem. Lett. 

15, 4502 (2005)
 11. D. Us, E. Gürdal, B. Berk, S. Öktem, T. Kocagöz, B. Çağlayan, 

I.A. Kurnaz, D.D. Erol, Turk. J. Chem. 33, 803 (2009)
 12. M. Malhotra, R. Sharma, M. Sanduja, R. Kumar, J. Jain, A. Deep, 

Acta Pol. Pharm. 69, 355 (2012)

 13. B. Lal, V.G. Gund, N.B. Bhise, A.K. Gangopadhyay, Bioorg. 
Med. Chem. 12, 1751 (2004)

 14. F.A. Trofimov, N.G. Tsyshkova, N.S. Bogdanova, I.S. Nikolaeva, 
S.A. Zotova, Z.M. Sakhaschik, E.N. Padeiskaya, A.N. Fomina, 
E.A. Svirina, D.M. Zlydnikov, O.I. Kubar, E.G. Shvetsova, S.N. 
Kutchak, V.V. Peters, E.A. Bryantseva, A.G. Konoplyannikov, 
B.P. Surinov, V.A. Yadrovskaya, L.S. Safonova, N.A. Karpova, 
E.P. Savina, L.A. Savinova, A.N. Grinev, G.N. Pershin, G.V. 
Grineva, E.G. Pershina, (US Patent) 5,198,552, 1993.

 15. Y.S. Boriskin, I.A. Leneva, E.-I. Pecheur, S.J. Polyak, Curr. 
Med. Chem. 15, 997 (2008)

 16. E. Teissier, A. Loquet, D. Lavillette, J.-P. Lavergne, R. Mont-
serret, F.-L. Cosset, A. Böckmann, B.H. Meier, F. Penin, E.-I. 
Pecheur, PLoS ONE 6, 15874 (2011)

 17. H. Chai, Y. Zhao, C. Zhao, P. Gong, Bioorg. Med. Chem. 14, 
911 (2006)

 18. Y. Zhao, R. Feng, Y. Liu, Y. Zhang, P. Gong, Chem. Res. Chin. 
Univ. 26, 272 (2010)

 19. M.D. Aytemir, Ü. Çalis¸ , M. Özalp, Arch. Pharm. (Weinheim) 
2004, 337, 281.

 20. M.D. Aytemir, E. Septio_glu, Ü. Çalis¸ , Arzneimittelforschung 
2010, 60, 22.

 21. IYu. Chukicheva, I.V. Fedorova, E.V. Buravlev, A.E. Lumpov, 
Yu.B. Vikharev, L.V. Anikina, V.V. Grishko, A.V. Kuchin, 
Chem. Nat. Compd. 46, 478 (2010)

 22. B.P. Bandgar, S.A. Patil, J.V. Totre, B.L. Korbad, R.N. Gacche, 
B.S. Hote, S.S. Jalde, H.V. Chavan, Bioorg. Med. Chem. Lett. 
20, 2292 (2010)

 23. Q. Zhao, X. Liu, L. Zhang, X. Shen, J. Qi, J. Wang, N. Qian, L. 
Deng, Calcif. Tissue Int. 93, 172 (2013)

 24. A.-Y. Shen, M.-H. Huang, L.-F. Liao, T.-S. Wang, Drug Dev. 
Res. 64, 195 (2005)

 25. M.I. Fernandez-Bachiller, C. Perez, G.C. Gonzalez-Munoz, 
S. Conde, M.G. Lopez, M. Villarroya, A.G. García, M.I. Rod-
ríguez-Franco, J. Med. Chem. 53, 4927 (2010)

 26. B.P. Bandgar, S.A. Patil, R.N. Gacche, B.L. Korbad, B.S. Hote, 
S.N. Kinkar, S.S. Jalde, Bioorg. Med. Chem. Lett. 20, 730 
(2010)

 27. A.M. Velazquez, V. Martínez, V. Abrego, M.A. Balboa, L.A. Tor-
res, B. Camacho, S. Díaz-Barriga, A. Romero, R. Lopez-Castan-
ares, E. Angeles, Eur. J. Med. Chem. 43, 486 (2008)

 28. V.H. Abrego, B. Martínez-Perez, L.A. Torres, E. Angeles, L. 
Martínez, J.L. Marroquín-Pascual, R. Moya-Hernandez, H.A. 
Amaro-Recillas, J.C. Rueda-Jackson, D. Rodríguez-Barrientos, 
A. Rojas-Hernandez, Eur. J. Med. Chem. 45, 4622 (2010)

 29. M. Vijaya Bhaskar Reddy, W.-J. Tsai, K. Qian, K.-H. Lee, T.-S. 
Wu, Bioorg. Med. Chem. 2011, 19, 7711.

 30. N. Lolak, S. Akocak, C. Türkeş, P. Taslimi, M. Işık, Ş. Beydemir, 
İ. Gülçin, M. Durgun, Bioorg. Chem, 2020, 100, 103897.

 31. H. Genc Bilgicli, A. Kestane, P. Taslimi, O. Karabay, A. Bytyqi-
Damoni, M. Zengin, İ. Gulçin, Bioorg Chem, 2019, 88, 102931.

 32. K. Küçükoğlu, H.İ Gül, P. Taslimi, İ Gülçin, C.T. Supuran, 
Bioorg. Chem 86, 316 (2019)

 33. B. Kuzu, M. Tan, P. Taslimi, İ Gülçin, M. Taspınar, N. Menges, 
Bioorg. Chem 86, 187 (2019)

 34. P. Taslimi, H.E. Aslan, Y. Demir, N. Oztaskin, A. Maraş, İ Gulçin, 
Ş Beydemir, S. Goksu, Int. J. Biol. Mac 119, 857 (2018)

 35. P. Taslimi, H. Akıncıoğlu, İ Gulçin, J. Biochem. Mol. Tox 31(11), 
21973 (2018)

 36. S. Burmaoğlu, A.O. Yılmaz, M.F. Polat, Ö. Algül, R. Kaya, İ 
Gülçin, Bioorg. Chem 85, 191 (2019)

 37. S. Burmaoglu, A.O. Yilmaz, P. Taslimi, O. Algul, D. Kılıç, İ 
Gulçin, Arch. Pharm 351(2), 1700314 (2018)

 38. A. Günsel, A.T. Bilgiçli, B. Tüzün, H. Pişkin, G.Y. Atmaca, A. 
Erdoğmuş, M.N. Yarasir, J. Photochem. Photobiol. A 373, 77 
(2019)



 Journal of the Iranian Chemical Society

1 3

 39. A. Günsel, A. Kobyaoğlu, A.T. Bilgiçli, B. Tüzün, B. Tosun, G. 
Arabaci, M.N. Yarasir, J. Mol. Struct, 2020, 1200, 127127.

 40. S. Akkoç, B. Tüzün, İ.Ö. İlhan, M. Akkurt, J. Mol. Struct, 2020, 
128582.

 41. H. Genc Bilgicli, P. Taslimi, B. Akyuz, B. Tuzun, İ. Gulcin, 
Arch. Pharm, 2020, 353(1), 1900304.

 42. L.K. Ojha, B. Tüzün, J. Bhawsar, Journal of Bio-and Tribo-
Corrosion 6(2), 1 (2020)

 43. D. Douche, H. Elmsellem, L. Guo, B. Hafez, B. Tüzün, A. El 
Louzi, K. Bougrina, K. Karrouchi B. Himmi, J. Mol. Liq, 2020, 
113042.

 44. B. Tüzün, E. Saripinar, J. Iran. Chem. Soc 17, 985 (2020)
 45. B. Tüzün, Spectrochim. Acta A Mol. Biomol. Spectrosc, 2020, 

227, 117663.
 46. D. Kısa, N. Korkmaz, P. Taslimi, B. Tuzun, Ş. Tekin, A. 

Karadag, F. Şen, Bioorg. Chem, 2020, 104066.
 47. A. Aktaş, B. Tüzün, R. Aslan, K. Sayin, H. Ataseven, J. Biomol. 

Struct. Dyn, 2020, 1.
 48. A. Aktaş, B. Tüzün, H.A. Taşkın Kafa K. Sayin, H. Ataseven, 

Bratisl. Med. J, 2020, 121(10), 1.
 49. N.A. Khalil, A.M. Kamal, S.H. Emam, Biol. Pharm. Bull. 38, 

763 (2015)
 50. H. Bayrak, A. Demirbas, S. Alpay Karaoglu, N. Demirbas, Eur. 

J. Med. Chem. 2009, 44, 1057.
 51. A. Mobinikhaledia, N. Foroughifara, M. Khanpoura, S. Ebra-

himic, Eur. J. Chem 1(1), 33 (2010)
 52. M. Huseynova, P. Taslimi, A. Medjidov, V. Farzaliyev, M. 

Aliyeva, G. Gondolova, O. Şahin, B. Yalçın, A. Sujayev, E.B. 
Orman, A.R. Özkaya, İ Gülçin, Polyhedron 155, 25 (2018)

 53. M. Huseynova, A. Medjidov, P. Taslimi, M. Aliyeva, Bioorg. 
Chem 83, 55 (2019)

 54. E. Güzel, U.M. Koçyiğit, B.S. Arslan, M. Ataş, P. Taslimi, F. 
Gökalp, M. Nebioğlu, İ. Şişman, İ. Gulçin, Arch. Pharm, 2019, 
352(2), e1800292.

 55. A. Maharramov, R. Kaya, P. Taslimi, M. Kurbanova, A. Sad-
igova, V. Farzaliyev, A. Sujayev, İ. Gulçin, Arch. Pharm, 2019, 
352(2), e1800317.

 56. C. Çağlayan, Y. Demir, S. Küçükler, P. Taslimi, F.M. Kandemir, 
İ. Gulçin, J. Food Biochem, 2019, 43(2), e12720.

 57. E. Bursal, A. Aras, Ö. Kılıç, P. Taslimi, A.C. Gören, İ. Gulçin, 
J. Food Biochem, 2019, 43(3) e12776.

 58. R. Kaya, P. Taslimi, M.E. Naldan, İ. Gülçin, (2019). The impacts 
of some sedative drugs on α-glycosidase, acetylcholinesterase 
and butyrylcholinesterase enzymes-Potential drugs for some 
metabolic diseases. Lett. Drug Des. Discov, 2019, 14(5), 573.

 59. F. Türkan, P. Taslimi, S.M. Abdalrazaq, A. Aras, Y. Erden, 
H.U. Celebioglu, B. Tüzün, M.S. Ağırtaş, İ. Gülçin, J. Biomol. 
Struct. Dyn, 2020, 1.

 60. K. Sayin, D. Karakas, J. Mol. Struct 1146, 191 (2017)
 61. K. Sayin, D. Karakas, Spectrochim. Acta A Mol. Biomol. Spec-

trosc 202, 276 (2018)
 62. K. Sayin, D. Karakas, J. Mol. Struct 1158, 57 (2018)
 63. K. Sayin, A. Üngördü, Spectrochim. Acta A Mol. Biomol. Spec-

trosc 193, 147 (2018)
 64. K. Sayin, A. Üngördü, Spectrochim. Acta A Mol. Biomol. Spec-

trosc, 2019, 220, e117102.
 65. A. Üngördü, K. Sayin, Chem. Phys. Lett, 2019, 733, e136677.
 66. R. Jayarajan, R. Satheeshkumar, T. Kottha, S. Subbaramanian, 

K. Sayin, G. Vasuki, Spectrochim. Acta A Mol. Biomol. Spec-
trosc, 2020, 229, 117861.

 67. P. Taslimi, Y. Erden, S. Mamedov, L. Zeynalova, N. Ladokhina, 
R. Tas, B. Tüzün, A. Sujayev, N. Sadeghian, S.H. Alwasel, İ 
Gulcin, J. Biomol. Struct. Dyn 38(1), 1–11 (2020)

 68. A. Huseynova, R. Kaya, P. Taslimi, V. Farzaliyev, X. Mam-
madyarova, A. Sujayev, İ Gulçin, J. Biomol. Struct. Dyn 2020, 
1 (2020)

 69. H.U. Celebioglu, Y. Erden, F. Hamurcu, P. Taslimi, O.S. 
Şentürk, Ü.Ö. Özmen, B. Tüzün, İ. Gulçin, J. Biomol. Struct. 
Dyn, 2020, 1–12.

 70. Y. Demir, P. Taslimi, Ü.M. Koçyiğit, M. Akkuş, M.S. Özaslan, 
H.E. Duran, Y. Budak, B. Tüzün, M.B. Gürdere, M. Ceylan, 
S. Taysi, İ. Gülçin, Ş. Beydemir, Arch. Pharm, 2020, 353(12), 
e2000118.

 71. C.A. Lipinski, Drug Discov. Today Technol 1(4), 337 (2004)
 72. C.A. Lipinski, F. Lombardo, B.W. Dominy, P.J. Feeney, Adv. 

Drug Deliv. Rev. 23, 3–25 (1997)
 73. W.J. Jorgensen, E.M. Duffy, Adv. Drug Deliv. Rev. 54(3), 355–

366 (2002)
 74. H. Sharghi, S.F. Razavi, M. Aberi, F. Tavakoli, M. Shekouhy, 

Chem. Select 5(9), 2662 (2020)
 75. B.M. Khadilkar, H.G. Jaisinghani, M.N. Saraf, S.K. Desai, 

IJC-B 40B, 82 (2001)
 76. R. Varma, S. Bahadur, A.K. Agnihotri, Nat. Acad. Sci. Lett. 

2(3), 101 (1979)
 77. G.L. Ellman, K.D. Courtney, V. Andres Jr., R.M. Featherstone, 

Biochem. Pharm 7(2), 88 (1961)
 78. Ç. Bayrak, P. Taslimi, İ Gülçin, A. Menzek, Bioorg. Chem 72, 

359 (2017)
 79. A. Biçer, P. Taslimi, G. Yakalı, İ Gülcin, M.S. Gültekin, G.T. 

Cin, Bioorg. Chem 82, 393 (2019)
 80. Ç. Bayrak, P. Taslimi, H.S. Kahraman, İ Gülçin, A. Menzek, 

Bioorg. Chem 85, 128–139 (2019)
 81. A. Akıncıoğlu, E. Kocaman, H. Akıncıoğlu, R.E. Salmas, S. 

Durdağı, İ Gülçin, C.T. Supuran, S. Göksu, Bioorg. Chem 74, 
238 (2017)

 82. Y. Tao, Y. Zhang, Y. Cheng, Y. Wang, Biomed. Chromatogr 27, 
148 (2013)

 83. Y. Demir, L. Durmaz, P. Taslimi, İ Gülçin, Biotechnol. Appl. 
Biochem 66(5), 781 (2019)

 84. P. Taslimi, İ Gulçin, J. Biochem. Mol. Toxic 31(10), 21956 
(2017)

 85. P. Taslimi, C. Caglayan, İ Gulçin, J. Biochem. Mol. Toxic 
31(12), 21995 (2017)

 86. M. Zengin, H. Genc, P. Taslimi, A. Kestane, E. Guclu, A. 
Ogutlu, O. Karabay, İ Gulçin, Bioorg. Chem 81, 119 (2018)

 87. J. Cheung, E.N. Gary, K. Shiomi, T.L. Rosenberry, A.C.S. Med, 
Chem. Lett 4(11), 1091 (2013)

 88. M.J. Frisch, G.W. Trucks, H.B. Schlegel, G.E. Scuseria, M.A. 
Robb, J.R. Cheeseman, G. Scalmani, V. Barone, B. Mennucci, 
G.A. Petersson, H. Nakatsuji, M. Caricato, X. Li, H.P. Hratch-
ian, A.F. Izmaylov, J. Bloino, G. Zheng, J.L. Sonnenberg, M. 
Hada, M. Ehara, K.Toyota, R. Fukuda, J. Hasegawa, M. Ishida, 
T. Nakajima, Y. Honda, O. Kitao, H. Nakai, T. Vreven, J.A. 
Montgomery, J.E. Peralta, F. Ogliaro, M. Bearpark, J.J. Heyd, 
E. Brothers, K.N. Kudin, V.N. Staroverov, R. Kobayashi, J. Nor-
mand, K. Raghavachari, A. Rendell, J.C. Burant, S.S. Iyengar, J. 
Tomasi, M. Cossi, N. Rega, J.M. Millam, M. Klene, J.E. Knox, 
J.B. Cross, V. Bakken, C. Adamo, J. Jaramillo, R. Gomperts, 
R.E. Stratmann, O. Yazyev, A.J. Austin, R. Cammi, C. Pomelli, 
J.W. Ochterski, R.L. Martin, K. Morokuma, V.G. Zakrzewski, 
G.A. Voth, P. Salvador, J.J. Dannenberg, S. Dapprich, A.D. 
Daniels, O. Farkas, J.B. Foresman, J.V. Ortiz, J. Cioslowski, 
D.J. Fox, Gaussian 09, revision D.01. Gaussian Inc, Wallingford 
CT, 2009.

 89. L. Schrodinger, Small-Molecule Drug Discovery Suite 2019, 4
 90. Schrödinger Release 2019–4: Protein Preparation Wizard; Epik, 

Schrödinger, LLC, New York, NY, 2016; Impact, Schrödinger, 
LLC, New York, NY, 2016; Prime, Schrödinger, LLC, New 
York, NY, 2019.

 91. R.A. Friesner, R.B. Murphy, M.P. Repasky, L.L. Frye, J.R. 
Greenwood, T.A. Halgren, P.C. Sanschagrin, D.T. Mainz, J. 
Med. Chem. 49, 6177 (2006)



Journal of the Iranian Chemical Society 

1 3

 92. G.M. Sastry, M. Adzhigirey, T. Day, R. Annabhimoju, W. Sher-
man, J. Comput. Aided Mol. Des 27(3), 221 (2013)

 93. Schrödinger Release 2019–4: LigPrep, Schrödinger, LLC, New 
York, NY, 2019.

 94. Q. Du, Y. Qian, X. Yao, W. Xue, J. Biomol. Struct. Dyn 38(2), 
625 (2020)

 95. Schrödinger Release 2020–1: QikProp, Schrödinger, LLC, New 
York, NY, 2020.


	Novel phenolic Mannich base derivatives: synthesis, bioactivity, molecular docking, and ADME-Tox Studies
	Abstract
	Introduction
	Result and discussion
	Chemistry
	Bioactivity
	Molecular docking

	Conclusion
	Experimental
	Chemistry
	General procedure for synthesis compounds 1–3
	4-Hydroxy-3-methoxy-5-(morpholinomethyl)benzaldehyde (1)
	4-Hydroxy-3-methoxy-5-((4-phenylpiperazin-1-yl)methyl)benzaldehyde (2)
	4-Hydroxy-3-methoxy-5-((3-methylpiperidin-1-yl)methyl)benzaldehyde (3)
	General procedure for synthesis compounds 4a-e
	General procedure for synthesis compounds 5a-e, 6a-e, and 7a-e
	N’-(4-hydroxy-3-methoxy-5-(morpholinomethyl)benzylidene)benzohydrazide(5a)
	N’-(4-hydroxy-3-methoxy-5-(morpholinomethyl)benzylidene)-4-hydroxybenzohydrazide(5b)
	N’-(4-hydroxy-3-methoxy-5-(morpholinomethyl)benzylidene)-3-nitrobenzohydrazide(5c)
	N’-(4-hydroxy-3-methoxy-5-(morpholinomethyl)benzylidene)-2-phenoxyacetohydrazide(5d)
	N’-(4-hydroxy-3-methoxy-5-(morpholinomethyl)benzylidene)thiophene-2-carbohydrazide(5e)
	N’-(4-hydroxy-3-methoxy-5-((4-phenylpiperazin-1-yl)methyl)benzylidene)benzohydrazide(6a)
	N’-(4-hydroxy-3-methoxy-5-((4-phenylpiperazin-1-yl)methyl)-4-hydroxybenzylidene)benzohydrazide(6b)
	N’-(4-hydroxy-3-methoxy-5-((4-phenylpiperazin-1-yl)methyl)benzylidene)-3-nitrobenzohydrazide(6c)
	N’-(4-hydroxy-3-methoxy-5-((4-phenylpiperazin-1-yl)methyl)benzylidene)-2-phenoxyacetohydrazide(6d)
	N’-(4-hydroxy-3-methoxy-5-((4-phenylpiperazin-1-yl)methyl)benzylidene)thiophene-2-carbohydrazide(6e)
	N’-(4-hydroxy-3-methoxy-5-((3-methylpiperidin-1-yl)methyl)benzylidene)benzohydrazide(7a)
	N’-(4-hydroxy-3-methoxy-5-((3-methylpiperidin-1-yl)methyl)benzylidene)-4-hydroxybenzohydrazide(7b)
	N’-(4-hydroxy-3-methoxy-5-((3-methylpiperidin-1-yl)methyl)benzylidene)-3-nitrobenzohydrazide (7c)
	N’-(4-hydroxy-3-methoxy-5-((3-methylpiperidin-1-yl)methyl)benzylidene)-2-phenoxyacetohydrazide(7d)
	N’-(4-hydroxy-3-methoxy-5-((3-methylpiperidin-1-yl)methyl)benzylidene)thiophene-2-carbohydrazide(7e)

	Enzyme inhibition studies
	Docking studies

	References




