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Supramolecular self-assembly is regarded as
ubiquitous and essential phenomenon
during the early stages of life.[1] In the past
decade, self-assembly inspired from nature
has been evolved as an effective and prac-
tical strategy for nanoarchitecture fabrica-
tion.[2] With respect to the formation of soft
matter, advances were achieved in the self-
assembly of linear polymers, but the self-
assembly of spherical macromolecules such
as dendrimers is still at an early stage.[3] The
regulation of dispersive dendrimers into
ordered nanoarchitectures as potential bio-
macromolecules remains challenging
research work.[4] Peptide dendrimers pos-
sess not only the general characteristics of
typical dendrimers, but also certain unique
properties of globular proteins.[5] Initiating
hierarchical self-assembly of globular or
linear polypeptides may provide a powerful
approach to fabricate supramolecular struc-
tures with transfer or delivery functions in
medical applications as virosomes in cellular
environment.[6]

Most dendrimers lack the driving forces
for self-assembly;[3] therefore, chemical or
physical interactions were explored as driv-
ing forces.[4b–e] Herein, we report a novel
approach to regulate the cooperative self-
assembly of peptide dendrimers and linear
polypeptides into capsid-like nanostruc-

tures. In our cooperative self-assembly strategy, the end-
functionalized linear polypeptides were utilized to first self-
assemble with peptide dendrimers to form amphiphiles driven
by electrostatic interactions and/or hydrogen bond formation.
The amphiphiles then self-assembled into virosome-like
nanoarchitectures with controllable morphologies and bio-
logical functions.[7] This supramolecular self-assembly was
called cooperative self-assembly owing to the involvement of
multiple components and steps.[8] The self-assembled nano-
particles were called peptidesomes.

Poly(l-lysine) dendrimers with polyhedral oligomeric
silsesquioxane nanocubic cores were used as model peptide
dendrimers.[4a,9] Generation 2 poly(l-lysine) dendrimers with
32 peripheral groups were synthesized. Hydrophobic poly(l-
leucine) was used as the second component to regulate the

Figure 1. Schematic illustration of the cooperative self-assembly of poly(l-lysine) dendrim-
ers and linear poly(l-leucine) into hierarchical peptidesomes. Step A: peptide dendrimers
were linked with linear polypeptides to form amphiphiles through weak interactions in
cosolvent; Step B: the amphiphiles self-assembled into hierarchical peptidesomes in
aqueous phase. The red ball and blue line represent generation 2 poly(l-lysine) dendrimer
and linear poly(l-leucine), respectively. Their chemical structures and synthetic routes are
shown in the Supporting Information.

[*] X. Xu, H. Yuan, J. Chang, Prof. B. He, Prof. Z. Gu
National Engineering Research Center for Biomaterials
Sichuan University
Chengdu, Sichuan 610064 (P.R. China)
E-mail: bhe@scu.edu.cn

zwgu@scu.edu.cn

[**] This research work was supported by the National Basic Research
Program of China (National 973 program, No. 2011CB606206),
National Science Foundation of China (NSFC, No. 51133004,
50830105), International Collaboration Project of Ministry of
Science & Technology (MOST, No. 2010DFA51550), Program for
New Century Excellent Talents in University, Ministry of Education
(MOE, NCET-10-0564), International Cooperation Project of
Sichuan Province (No. 2009HH0001). We thank Prof. Lei Jiang for
helpful discussions.

Supporting information for this article is available on the WWW
under http://dx.doi.org/10.1002/anie.201106080.

.Angewandte
Communications

3130 � 2012 Wiley-VCH Verlag GmbH & Co. KGaA, Weinheim Angew. Chem. Int. Ed. 2012, 51, 3130 –3133

http://dx.doi.org/10.1002/anie.201106080


cooperative self-assembly of polypeptides. The detailed syn-
thesis and characterizations of the compounds are shown in
the Supporting Information.[10] As shown in the schematic
route (Figure 1), the first-step self-assembly gave amphiphiles
with the poly(l-lysine) dendrimer as hydrophilic head and the
linear poly(l-leucine) as hydrophobic tail (Step A). After
that, the amphiphiles self-assembled into stable hierarchical
peptidesomes in water (Step B), which were capsid-like
nanoarchitectures.

The peptidesomes formed by cooperative self-assembly
were investigated. The mass ratio of poly(l-lysine) dendrim-
ers/poly(l-leucine) was 10:1, and the total mass concentration
was 100 mgmL�1. In the transmission electron microscopy
(TEM) image (Figure 2a), the sizes of the nanoparticles were
mainly in the range between 250 to 300 nm. The hierarchical
peptidesomes were composed of small spherical particles. The
size of the small spherical particles was comparable to that of
a single dendrimer. Such well-organized hierarchical self-

assembly was rarely reported in the self-assembly of soft
matters.[11]

The diameters and morphology of the peptidesomes
measured by atomic force microscopy (AFM) were consistent
with the results of TEM (Figure 2b) and scanning electron
microscopy (SEM, Figure 2c). Figure 2 c1 and Figure 2 c2
show the detailed surface pattern of the self-assemblies; it
seemed that the rugged structure resulted from the aggrega-
tion of poly(l-lysine) dendrimers. The sizes of the self-
assembled nanoparticles determined by different microscopy
methods were also in agreement with the results of dynamic
light scattering (Figure S13 in the Supporting Information).
Interestingly, the appearance and size of these self-assembled
nanoparticles are similar to those of viral capsids of, for
example, a rotavirus or an adenovirus, the capsids of which
are analogously built of peptide units.

A series of experiments was carried out to clarify whether
the cooperative self-assembly followed the design strategy.
Viscosity measurements were performed to demonstrate the
primary self-assembly of the two components in a cosolvent
(Figure 3a).[12] According to the basic characteristics of

Figure 2. The morphology of peptidesomes assembled from poly(l-
lysine) dendrimers and linear poly(l-leucine) (10:1 (w/w),
100 mgmL�1). a) TEM images of the peptidesomes; b) AFM image of
the peptidesomes (left: 3D view, right: top view and the size profile
along the red line); c) SEM images of the peptidesomes; c1, c2 are the
magnified peptidesomes in c).

Figure 3. Viscosity measurements of self-assembly in solutions con-
taining peptide dendrimers and polypeptides in different ratios. The
portion of linear polypeptide is plotted on the x-axis. a) Viscosity of the
first-step self-assembly of peptide dendrimers and linear polypeptides
in cosolvent (DMF); b) viscosity of the second-step self-assembly into
hierarchical peptidesomes in water. The dotted gray lines are the
variation trend of the viscosity of the solutions without interactions.
The total concentration of each sample was 100 mgmL�1. hsp =specific
viscosity and C = total concentration of the sample in g mL�1.
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Ubbelohde viscosity, if there was no interaction between the
two components, a linear decrease of the total viscosity
around the dotted gray line in Figure 3a would be expected.
The observed values were much higher than the values on the
gray line. Therefore, it was concluded that there was
interaction between peptide dendrimers and linear polypep-
tides, thus resulting in an increase of the viscosity. When the
peptidesomes were formed in water at the secondary self-
assembly stage, further aggregation caused a substantial
increase of the viscosity (Figure 3b). The dramatic increase
was attributed to the supramolecular interactions among the
assembly units.

The turbidity test also supported the above-mentioned
conclusion.[13] With the addition of the hydrophilic dendrim-
ers, the turbidity of hydrophobic-peptide solution was
reduced significantly. This reduction of the turbidity was
caused by the formation of linkages between the linear
peptides and the peptide dendrimers through noncovalent
interactions, which increased the solubility of the linear
polypeptides (Figure S16 in the Supporting Information).
Circular dichroism (CD) spectroscopy was used to character-
ize the secondary structure of the hierarchical peptidesomes.
The result showed that the secondary structure of the self-
assembled nanoparticles was attributed to the abundant
amino acid residues among the peptide dendrimers and
linear polypeptides, which facilitated the hierarchical self-
assembly into capsid-like nanoarchitectures (Figure S17 in
the Supporting Information).

Moreover, the morphology of the self-assembled nano-
particles could be controlled by the total concentration and
ratio between the peptide dendrimers and the linear poly-
peptides. The average size of the nanoparticles increased from
300 to 800 nm when the ratio of peptide dendrimers to linear
polypeptides was changed from 10:1 to 1:5 (w/w) while the
total concentration was 100 mgmL�1. The morphology of the
nanoparticles changed from spherical to fusiform (Fig-
ure 4a, b, c). Figure 4 d shows the size of the nanoparticles at
different total concentrations. At each concentration, the size
of the nanoparticles increased with increasing the portion of
linear polypeptide. The nanoparticles were bigger at a higher
total concentration. All the self-assembled peptidesomes
exhibited hierarchical nanoarchitectures.

As a preliminary biomedical application, the hierarchical
peptidesomes were used as gene vectors.[14] Cells that express
the green fluorescent protein (GFP) after transfection with
a complex of peptidesomes and the DNA encoding GFP are
presented in Figure 5. Strong green emission of GFP expres-
sion and flow-cytometry analysis of the peptidesomes dem-
onstrated that the transfection efficacy in the presence of
serum was comparable to that of poly(ethylene imine) (PEI,
25 kDa) in the absence of serum (Figures S20 and S22 in the
Supporting Information). The biocompatibility of the pepti-
desomes and peptidesomes/DNA complex was excellent as
shown in Figure 5d and Figure S18 in the Supporting
Information.

Figure 4. Size and morphology of the self-assembled peptidesomes.
a–c) TEM images of the peptidesomes (peptide dendrimers/linear
polypeptides ratios (w/w)= 10:1 (a), 1:1 (b), 1:5 (c); the total concen-
tration was 100 mg mL�1); the scale bars correspond to 500 nm.
d) Sizes of self-assembled nanoparticles plotted against the ratios of
peptide dendrimers/linear polypeptides at total mass concentrations
of 10 (green squares), 50 (red circles), and 100 mgmL�1 (blue
triangles).

Figure 5. Confocal laser scanning microscopy (CLSM) images of GFP
expression in HEK 293 cells after incubation with peptidesomes/DNA
complex; a) GFP expression; b) bright field image; c) overlay of
images in a) and b); scale bars correspond to 25 mm. d) Cell viability
of NIH/3T3 cells in the presence of peptidesomes (blue) and in the
presence of the peptidesomes/DNA complex (red) determined by the
3-(4,5-dimethylthiazol-2-yl)-2,5-diphenyltetrazolium bromide (MTT)
cytotoxicity assay with a total concentration of peptidesomes or of
peptidesomes and DNA of 100 mg mL�1 (means � standard deviation
(SD), n = 6).

.Angewandte
Communications

3132 www.angewandte.org � 2012 Wiley-VCH Verlag GmbH & Co. KGaA, Weinheim Angew. Chem. Int. Ed. 2012, 51, 3130 –3133

http://www.angewandte.org


In conclusion, we have successfully demonstrated a versa-
tile strategy for cooperative self-assembly of globular poly(l-
lysine) dendrimers with linear poly(l-leucine). After a two-
step hierarchical self-assembly, the nanoparticles possessed
a capsid-like biomimetic nanoarchitecture. The hierarchical
peptidesomes exhibited high gene-transfection efficiency as
nonviral gene vectors. The strategy of the hierarchical self-
assembly could also be applied for fabricating versatile
nanoarchitectures. A detailed study of the cooperative self-
assembly, such as precise regulation of the morphology and
medical applications, is being explored and will be reported in
our future publications.
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