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Design and synthesis of 2 0-anilino-4,4 0-bipyridines as
selective inhibitors of c-Jun N-terminal kinase-3
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bStructural Chemistry Laboratory, AstraZeneca R&D Mölndal, S-431 83, Mölndal, Sweden

Received 13 October 2005; revised 9 November 2005; accepted 10 November 2005

Available online 5 December 2005
Abstract—The design and synthesis of a new series of c-Jun N-terminal kinase-3 (JNK3) inhibitors with selectivity against JNK1 are
reported. The novel series of substituted 2 0-anilino-4,4 0-bipyridines were designed based on a combination of hits from high
throughput screening and X-ray crystal structure information of compounds crystallized into the JNK3 ATP binding active site.
� 2005 Elsevier Ltd. All rights reserved.
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The c-jun N-terminal kinases (JNKs), also called stress-
activated protein kinases, belong to the mitogen-activat-
ed protein kinase (MAPK) family, which regulate signal
transduction in response to environmental stress. Three
distinct genes encoding JNKs have been identified (jnk1,
jnk2, and jnk3), and at least 10 different splicing iso-
forms exist in mammalian cells.1 JNK1 and JNK2 are
widely expressed in a variety of tissues, while JNK3 is
selectively expressed in the brain and to a lesser extent
in the heart and testis.1,2

JNK3 knockout mice develop normally and reveal no
apparent abnormality but have been shown to be resis-
tant to kainic acid-induced excitotoxicity and associated
apoptotic cell death.3 Mice lacking the jnk3 gene have
also been shown to be protected from brain injury after
cerebral ischemia-hypoxia, as well as MPTP (1-methyl-
4-phenyl-1,2,4,6-tetrahydropyridine)-induced dopami-
nergic cell death.4,5 In contrast, the loss of jnk1/jnk2
genes leads to neuronal tube defects and embryonic
lethality.6,7 For treating neurodegenerative diseases such
as stroke, Alzheimer�s and Parkinson�s diseases it could
be beneficial to find JNK3 isoform selective compounds.
The three JNK isoforms share more than 90% amino
acid sequence identity and the ATP pocket is >98%
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homologous. It has therefore been a challenge to find
JNK3 isoform selective ATP competitive inhibitors.8

Apart from our recently published paper9 there is no re-
port of isoform selective compounds even though JNK3
inhibitors have been reported.8,10,11

A high throughput screening to find JNK3 inhibitors
was conducted, as part of a drug discovery program.
Several hits were found and some of these were also
co-crystallized with JNK3 and JNK1, and the X-ray
crystal structures of the complexes were obtained. The
crystal structures of JNK1 and JNK3 have previously
been reported,11–14 but interestingly we found that one
of the hits, compound 1 (Fig. 1), from the screening
campaign bound into JNK3 and JNK1 in different man-
ners (Fig. 2).15
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Compound 1

Figure 1. Hit from high throughput screening.
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Figure 2. (A)17,18 Crystal structure of compound 1 in the JNK3 ATP

binding site. (B) Compound 1 in the JNK1 ATP binding site.
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Scheme 1. Reagents: (a) n-BuLi, I2, 72%; (b) LDA, 95%; (c) n-BuLi,

(CH3)3SnCl; (d) 5, (PPh3)4Pd, 53% (c + d); (e) for example, 4-F-aniline,

Pd(OAc)2, t-BuONa, bis[tri-(tert-butyl)phosphine]palladium (0), 59%

for R = 4-F.

Table 1. Inhibition results for compounds 7a–h against JNK3

Compound R JNK3 IC50 (lM)a

7a 4-F 0.017

7b 2-F 0.032

7c 2-NH2 0.108

7d 2-CH3 0.652

7e 2-OCH3 0.528

7f 2-OCH2CH3 0.693

7g 3-CF3 >10

7h 4-CF3 >10

a Values are means of nP 2 determinations, standard deviation

6 ±10%.
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Scheme 2. Reagents: (a) Pd2dba3dppf, NaOtBu, PhI, 40%; (b) RCOCl,

pyridine, 48% for 10a.
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In JNK3, the 2 0-anilino part of molecule 1 binds into the
so-called kinase selectivity pocket. The methylthioethyl
chain of gatekeeper amino acid Met146 has moved away
to accommodate the phenyl group of the ligand in JNK3
compared to the corresponding amino acid Met108 in
the JNK1 ATP binding pocket. The pyridine nitrogen
and the 2-anilino NH displayed hydrogen bonds to
backbone amino acid Met149 in JNK3. Importantly,
we could notice a slight increase in activity of compound
1 in JNK3 compared to JNK1 with IC50 = 0.030 and
0.117 lM, respectively.16

We decided to explore if it could be possible to increase
the affinity for JNK3 by introducing substituents in the
phenyl rings. The initial synthesis of these compounds
was performed via coupling of two 2-chloro-4-iodopyri-
dine parts by first synthesizing the tin derivative 5
according to Scheme 1.19 2-Chloropyridine 2 was iodin-
ated20 and then treated with LDA to give a halogen
dance21 to compound 4. Subsequent halogen-lithium
exchange with n-BuLi and transmetallation with tri-
methyl tin chloride gave compound 5 as a non-isolated
intermediate. Direct conversion to bipyridine 6 was per-
formed via a palladium catalyzed coupling of intermedi-
ate 5 with compound 4.22 The 2,2 0-dichlorobipyridine
was reacted with aniline derivatives under modified
Buchwald conditions23 to yield compounds 7a–h.

The JNK3 inhibition values for the analogues synthe-
sized according to Scheme 1 are shown in Table 1.

The 4-fluoro and the 2-fluoro analogues 7a and 7b were
potent JNK3 inhibitors, but these compounds exhibited
poor solubility properties, which needed improvement.
A search for more soluble bipyridine analogues was con-
ducted by synthesizing compound libraries. We found
interesting compounds in a 4,4 0-bipyridine-2-amide
library 10 synthesized according to Scheme 2.19 As start-
ing material in these syntheses we used 2,2 0-diamino-
4,4 0-bipyridine 8, previously described.24 A palladium
catalyzed coupling with iodobenzene25 yielded the mono
2 0-anilino derivative 9 and the amides were subsequently
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igure 3. (A) Crystal structure of compound 11 in the JNK3 ATP

inding site.27 (B) Compounds 11 and 12.
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obtained after treatment with the corresponding acid
chlorides in CH2Cl2–pyridine.

A large variety of acid chlorides were used, especially
many heterocycles and some of the synthesized com-
pounds are shown in Table 2 together with solubility
properties and the corresponding IC50 values for
JNK3 and JNK1.

Compound 10a (cis–trans mixture) looked interesting,
since it added new structural features that could be ex-
plored further. The corresponding 2 0-p-fluoroanilino
derivative was synthesized followed by separation of
the cis and trans isomers. Interestingly, the cis isomer
11 had an IC50 value of 15 nM against JNK3 and the
trans isomer 12 a value of 235 nM. The cis isomer 11
was co-crystallized with JNK3 and the X-ray of the
complex is shown in Figure 3A.

As can be seen in the crystal structure the methoxy
group is in contact with the kinase and will contribute
to the binding. In the trans derivative 12, the methoxy
group is pointing out toward solvent and does not con-
tribute to binding (not shown).

We also explored SAR of compounds 13 and 14, which
are regioisomers of compound 10d (Fig. 4). Virtual
docking of the three possible regioisomers indicated that
the 3-piperidinyl derivative 13 would be the most active
and indeed this was the case as is shown in Table 3. The
overall kinase selectivity for compound 13 was good as
evaluated against a range of kinases and exhibited no
significant activity at 10 lM for the majority of the ki-
nases in the panel.28 Even though we could achieve some
selectivity against JNK1 and many other kinases, a dis-
turbing inhibition of the MAP kinase p38a still re-
mained for compound 13. The 2 0-p-fluoroanilino
derivative 15 was synthesized, because we had noticed
that the fluoro substituent generally increased the selec-
tivity against p38a, and indeed this was true also for
these analogues.
Table 2. Solubility and JNK inhibition values for compounds 10a–f

Compound R Solubility26

(lM)

JNK3 IC50

(nM)a
JNK1 IC50

(nM)a

7a <0.1 17

10a
O

8 32 106

10b O 20 20 451

10c

N

N
40 33 261

10d N O 94 44 219

10e

N

17 175 780

10f
O

4 18 42

a Values are means of nP 2 determinations, standard deviation

6 ±10%.
B

F

b

Figure 4. Piperidinyl analogues.
The enantiomers of compound 15, that is 16 and 17,
were synthesized from chiral starting materials. How-
ever, the selectivity against JNK1 and p38a was not
improved for these enantiomers as is shown in Table 3.

After resynthesis of some impure compounds in library
10, by using coupling reagents instead of acid chlorides,
we found an interesting tetrahydrofuranyl derivative 18,
solubility 14 lM (Fig. 5). We were pleased to find that
the IC50 value was 7 nM for JNK3 and 384 nM for
JNK1, respectively. In an attempt to further increase
the selectivity profile against JNK1 and p38a, the 2 0-p-flu-
oroanilino derivative 19was synthesized and separated by
chiral HPLC30 into the corresponding (+)-enantiomer 20
and (�)-enantiomer 21. Even though the selectivity
against p38a was increased, the selectivity against JNK1
was decreased compared to compound 18 (see Table 3).
A good compromise when it came to selectivity was the
tetrahydropyranyl derivatives 22 and 23 (see Table 3),



Table 3. Inhibition results for compounds 11–20 against JNK3, JNK1,

and p38a29

Compound JNK3 IC50

(nM)a
JNK1 IC50

(nM)a
p38 IC50

(nM)b

10d 44 219 n.m.

11 15 88 40

12 235 1280 n.m.

13 9 82 37

14 207 n.m. n.m.

15 15 85 171

16 5 74 50

17 10 125 162

18 7 384 180

20 3 48 581

21 9 55 421

22 8 122 251

23 6 152 199

n.m., not measured.
a Values are means of nP 2 determinations, standard deviation

6 ±10%.
b Values are means of nP 2 determinations, standard deviation

6 ±20%.
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Figure 5. Tetrahydrofuranyl and tetrahydropyranyl analogues.
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indeed also the simplestmolecules since they contained no
chiral center.

Compound 18 displayed a good level of in vitro meta-
bolic stability (rat microsomes Clint = 12 lL/min/mg)
as well as good CaCo2 permeability (29.9 · 10�6 cm/s)
and IC50 was above 10 lM for the investigated 5 Cyp
isoforms. The compound was chosen as the candidate
for in vivo PK dosing in rat, and it demonstrated good
in vivo characteristics with a bioavailability of 16%
(Cl = 30 mL/min/kg; t1/2 = 4.7 h po).

In conclusion, a new series of JNK3 selective 2 0-anilino-
4,4 0-bipyridines was described. The binding mode of this
new series was confirmed by X-ray crystallographic
structures. The large selectivity for these compounds to
inhibit JNK3 compared to JNK1 can be attributed to
the fact that these compounds bind into the selectivity
pocket of JNK3, which has opened up by moving the
side chain of Met146 by more than 2 Å. This feature
has not been observed when ATP is bound to JNK3,
nor when the current series are bound to JNK1. Appar-
ently the induced fit binding into JNK3 was more favor-
able than for JNK1, and this can probably be explained
by the fact that the selectivity pocket has some differences
in the amino acid sequence in JNK3 compared to JNK1.
Especially Leu144 in JNK3 compared to Ileu106 in
JNK1 can play a crucial role in this respect. These 2 0-ani-
lino-4,4 0-bipyridine derivatives were shown to be potent
JNK3 inhibitors demonstrating good metabolic proper-
ties in vitro and in vivo as exemplified by compound 18.
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Bioorg. Med. Chem. Lett. 2005, 15, 5095.

10. (a) Ruckle, T.; Biamonte, M.; Grippi-Vallotton, T.;
Arkinstall, S.; Cambet, Y.; Camps, M.; Chabert, C.;
Church, D. J.; Halazy, S.; Jiang, X.; Martinou, I.; Nichols,
A.; Sauer, W.; Gotteland, J.-P. J. Med. Chem. 2004, 47,
6921; (b) Gaillard, P.; Jeanclaude-Etter, I.; Ardissone, V.;
Arkinstall, S.; Cambet, Y.; Camps, M.; Chabert, C.;
Church, D.; Cirillo, R.; Gretener, D.; Halazy, S.; Nichols,
A.; Szyndralewiez, C.; Vitte, P.-A.; Gotteland, J.-P. J.
Med. Chem. 2005, 48, 4596; (c) Graczyk, P. P.; Khan, A.;
Bhatia, G. S.; Palmer, V.; Medland, D.; Numata, H.;
Oinuma, H.; Catchick, J.; Dunne, A.; Ellis, M.; Smales,
C.; Whitfield, J.; Neame, S. J.; Shah, B.; Wilton, D.;
Morgan, L.; Patel, T.; Chung, R.; Desmond, H.; Staddon,



B.-M. Swahn et al. / Bioorg. Med. Chem. Lett. 16 (2006) 1397–1401 1401
J. M.; Sato, N.; Inoue, A. Bioorg. Med. Chem. Lett. 2005,
15, 4666.

11. Scapin, G.; Patel, S. B.; Lisnock, J.-M.; Becker, J. W.;
LoGrasso, P. V. Chem. Biol. 2003, 10, 705.

12. Heo, Y.-S.; Kim, S.-K.; Seo, C. I.; Kim, Y. K.; Sung,
B.-J.; Lee, H. S.; Lee, J. I.; Park, S.-Y.; Kim, J. H.;
Hwang, K. Y.; Hyun, Y.-L.; Jeon, Y. H.; Ro, S.;
Cho, J. M.; Lee, T. G.; Yang, C.-H. EMBO 2004, 23,
2185.

13. Xie, X.; Gu, Y.; Fox, T.; Coll, J. T.; Fleming, M. A.;
Markland, W.; Caron, P. R.; Wilson, K. P.; Su, M. S.
Structure 1998, 6, 983.

14. Stocks, M. J.; Barber, S.; Ford, R.; Leroux, F.; St-Gallay,
S.; Teague, S.; Xue, Y. Bioorg. Med. Chem. Lett. 2005, 15,
3459.

15. The expression, crystallization, and structure work on
JNK1 and JNK3 will be published elsewhere (Xue, Y.;
Geschwinder, G.).

16. As part of a JNK3 inhibitor program, the AstraZeneca
compound collection was screened in a scintillation
proximity assay-based HTS that employed human
recombinant JNK3 and a biotin-tagged ATF-2. The
activities and potencies of hits were subsequently con-
firmed in a conventional filter wash assay. For specific
conditions, see: King, S.; Teague, S.; Xue, Y.; Swahn,
B.-M. WO2003051277, 2003; Chem. Abstr. 2003, 139,
53019.

17. Figures 2 and 3 were generated using PyMOL, Ref:
DeLano, W. L. The PyMOL Molecular Graphics
System (2002) DeLano Scientific, San Carlos, CA,
USA.

18. Lu, G. J. Appl. Crystallogr. 2000, 38, 176.
19. Kallin, E.; Plobeck, N.; Swahn, B.-M. WO2004052880,
Chem. Abstr. 2004, 141, 71452.

20. Marzi, E.; Bigi, A.; Schlosser, M. Eur. J. Org. Chem. 2001,
7, 1371.

21. Rocca, P.; Cochennec, C.; Marsais, F.; Thomas-dit-
Dumont, L.; Mallet, M.; Queguiner, G. J. Org. Chem.
1993, 58, 7832.

22. Schubert, U. S.; Eschbaumer, C.; Heller, M. Org. Lett.
2000, 2, 3373.

23. Nishiyama, M.; Yamamoto, T.; Koie, Y. Tetrahedron
Lett. 1998, 39, 617.

24. Ross Kelly, T.; Lee, Y.-J.; Mears, R. J. J. Org. Chem.
1997, 62, 2774.

25. Iwaki, T.; Yasuhara, A.; Sakamoto, T. J. Chem. Soc.
Perkin Trans. 1 1999, 1505.

26. Solubility was measured as screen solubility: incubation of
100 lM DMSO solution in 0.1 M phosphate buffer, pH
7.4, shaking for 24 h at rt. Solubility quantification on the
bases of the UV-TIC.

27. The coordinates for the complex, compound 11 in JNK3,
have been deposited in the Protein Data Bank with PDB
ID code 2EXC.

28. For further information on kinases and assay protocols,
see: Davies, S. P.; Reddy, H.; Caivano, M.; Cohen, P.
Biochem. J. 2000, 351, 95, The kinase panel used was the
Core panel shown in Table 1.

29. For in vitro assay experimental procedures, see: Brown, D.
S.; Brown, G. R. WO 99/59959, Chem. Abstr. 1999, 131,
351089.

30. Enantiomer separation was conducted on a Nova Prep
200 HPLC equipped with a Chiralcel OD column and a
HITACHI L-7400 single wavelength detector.


	Design and synthesis of 2 prime -anilino-4,4 prime -bipyridines as selective inhibitors of c-Jun N-terminal kinase-3
	Acknowledgments
	References and notes


