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An error occurred in Figure 4, Schemes 1 and 2, Table 1. The corrected scheme appears below.
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Figure 4. Bar graph representing the effect of linker length and structure of neomycin dimers on the binding affinity towards HIV-1 TAR RNA, determined using ethidium
bromide displacement experiments.
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Scheme 1. Structures of small molecule ligands (neomycin and neomycin dimer) and TAR RNA used in the study.
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Scheme 2. Reagents and conditions: (a) (Boc),0, DMF, H,0, Et3N, 60 °C, 5 h, 60%; (b) TPS-Cl, pyridine, rt, 40 h, 50%; (c) NaN3, DMF/H,0 (10/1), 12 h, 90 °C, 90%; (d) Toluene,
Cul, DIPEA, rt, 90 °C, 85-92%; (e) 4 M HCl/dioxane, rt, 5 min, 76-95%.

Table 1
Table of UV thermal denaturation of ligand/HIV TAR RNA complexes at rgg =1 and ATy,

Neomycin dimer Structure of the linker T AT,
(-x-, from Schemes 1 and 2)

HIV 1 TAR RNA NA 68.9 NA

DPAS1 2N 79.1 10.2

DPA52 3{\/\;{ 78.2 93

DPA65 ‘2?1 ; 78.2 9.3

DPA53 -%—@é 78.5 9.6

td

DPA54 '}{\/\/L%L 77.1 82

DPAS55 & N i 76.4 7.6

DPA56 BN NN 749 6.1
~ (e}

DPA5S P M\O/\ R 74.3 54

4

~ O

DPAGO P \M\O/\;\ 72.1 33

6
Neomycin NA 69.1 0.2

Buffer conditions: 100 mM KCl, 10 mM SC, 0.5 mM EDTA, pH 6.8. [HIV TAR RNA] =1 pM/strand. [Neomycin

dimer] = 1 uM. [Neomycin] = 1 pM.
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