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Introduction

The increase in antibiotic-resistant bacteria calls for fundamen-
tally new approaches in treating a wide range of established
and new infectious diseases.[1–3] Quorum sensing in bacterial
biofilm formation[4–7] and the detrimental effects of biofilms
has made the exploration of nonmicrobicidal anti-biofilm ap-
proaches an important area of research.[8–10] To this end, impor-
tant and extensive work has explored the inhibition of the
quorum sensing to reduce bacterial biofilm formation.[8, 11–15]

Another approach is based on the hypothesis that as bacterial
adhesion is a major step in causing various diseases, inhibiting
the adhesion of microbes or developing vaccines against mi-
crobial adhesins provides a potential therapeutic solution.[16–19]

However, this anti-adhesion strategy has not yet reached an ul-
timate goal of drug development, probably because multiple
adhesins are employed by the microbe for adhesion;[20] ; at-
tachment of polymers secreted by the microbes might also
facilitate the hosting of microbes that lead to the formation of
biofilms. As many bacterial activities involve intertwined cell
signaling processes,[21] we explored the impact of a class of
nonmicrobicidal disaccharide hydrocarbons (Scheme 1) on
multiple bacterial activities, including the activation of swarm-
ing motility of a nonswarming mutant of Pseudomonas aerugi-

nosa, inhibition of bacterial adhesion, and inhibition and dis-
persion of biofilms.

Microbial biofilm is one of the most prevalent sources for in-
fectious diseases. Biofilm formation is gene regulated[5, 22] and
results in a dynamic surface-based multicellular organism.[4]

Film-hosting microbes can exhibit 1000-fold higher resistance
to antibiotics than planktonic microbes.[2, 10] Complete eradica-
tion of biofilms has been a daunting challenge as these films
exhibit resistance to many chemical agents. Interestingly, al-
though the initial step of biofilm formation is believed to
involve microbial adhesion on host surfaces (or on adsorbed
polymer secreted by the microbes),[16, 23] relatively few studies
have explored the use of anti-adhesion agents to inhibit or dis-
perse biofilm formation.[24]

In this work, we focused on nonmicrobicidal control of three
activities of P. aeruginosa : swarming motility, bacterial adhe-
sion, and biofilm formation. Pseudomonas aeruginosa is an op-
portunistic pathogen that causes severe infections in a wide
range of immune-compromised situations.[25] Similarly to many
other bioactivities, swarming motility of P. aeruginosa is con-
trolled by quorum sensing.[26] A series of mutant studies has in-
dicated that the production of rhamnolipid (a natural disac-
charide derivative) by P. aeruginosa is indispensable.[27–30] This
class of molecule is also produced by a few other bacterial spe-
cies.[31] Rhamnolipids are involved in at least three different ac-
tivities of P. aeruginosa. Firstly, it is necessary for making struc-
tured biofilms with channels and pores during the early stage
of biofilm formation.[32] Secondly, when overproduced, it facili-
tates the dispersion of bacteria from biofilms.[32] Thirdly, its pro-
duction is necessary for enabling swarming motility.[27, 33, 34] De-
leting the rhlA gene (controls the synthesis of rhamnolipid) re-
sults in a non-swarming mutant of P. aeruginosa.[27, 33, 34] In spite

We have demonstrated that specific synthetic maltose deriva-
tives activate the swarming motility of a Pseudomonas aerugi-
nosa nonswarming mutant (rhlA) at low concentration, but
inhibit it at high concentration. Although these molecules are
not microbicidal, active maltose derivatives with bulky hydro-
carbon groups inhibited bacterial adhesion, and exhibited bio-
film inhibition and dispersion (IC50 ~20 mm and DC50 ~30 mm,

respectively). Because the swarming motility of the rhlA
mutant is abolished by the lack natural rhamnolipids, the
swarming activation suggests that maltose derivatives are ana-
logues of rhamnolipids. Together, these results suggest a new
approach of controlling multiple bacterial activities (bacterial
adhesion, biofilm formation, and swarming motility) by a set of
disaccharide-based molecules.

[a] G. S. Shetye, N. Singh, C. Jia, C. D. K. Nguyen, Dr. Y.-Y. Luk
Department of Chemistry, Syracuse University
Syracuse, New York 13244 (USA)
E-mail : yluk@syr.edu

[b] Dr. G. Wang
Department of Surgery, SUNY Upstate Medical University
Syracuse, New York 13210 (USA)

Supporting information for this article is available on the WWW under
http ://dx.doi.org/10.1002/cbic.201402093.

� 2014 Wiley-VCH Verlag GmbH & Co. KGaA, Weinheim ChemBioChem 2014, 15, 1514 – 1523 1514

CHEMBIOCHEM
FULL PAPERS



of all these biological activities, the protein receptor(s) for
rhamnolipid has not yet been identified, although Kohler et al.
demonstrated that type IV pili are important for swarming mo-
tility driven by rhamnolipids.[27]

P. aeruginosa is involved in many saccharide-based molecular
recognition processes; the receptor proteins include lectins,
PA-IL, PA-IIL, and flagellin.[35, 36] The ligand for mediating adhe-

sion of P. aeruginosa to epithelial cells in cystic fibrosis patients
has been shown to be a disaccharide moiety, GalNAcb(1!
4)Galb, from the asialo-GM1 glycolipid.[37] Synthetic molecules
that tether different methylated GalNAcb(1!4)Galb moieties
to different aliphatic chains have been shown to be potent
anti-adhesion agents against P. aeruginosa,[38] and that the re-
ceptor for these ligands appears to be a protein of the pilus of
the bacterium.[39, 40] Structural variation and mimics of the dis-
accharide glucosamine (different stereochemistry and the pres-
ence of NAc group) have not been extensively evaluated for
inhibiting the adhesion of P. aeruginosa.

Together, swarming motility and ligand-mediated adhesion
suggest that disaccharide-based molecules can influence the
signaling processes that control swarming motility, adhesion,
biofilm formation, and biofilm dispersion. Prompted by previ-
ous studies,[41–44] we screened three different types of surfac-
tants for biofilm inhibition and dispersion: anionic (SDS), cat-
ionic (dodecyl trimethyl ammonium chloride (DTAC)), and non-
ionic (tetra(ethylene glycol) monododecyl ether (C12EG4OH)
and dodecyl b-maltoside (DbM)). Only DbM showed some ac-
tivity. Preliminary screening of different surfactants led us to
explore the effect of a series of maltose derivatives on swarm-
ing motility, bacterial adhesion, and biofilm formation of P. aer-
uginosa.

Results

Among P. aeruginosa mutants that show impaired swarming
motility,[27, 29, 30, 45] the rhlA mutant lacks the production of rham-
nolipids.[33, 46] Externally added rhamnolipids in agar gel activat-
ed the swarming motility of the rhlA mutant.[34] Rhamnolipid is
a biosurfactant consisting of a disugar hydrophilic head group
and two aliphatic chains. To evaluate the importance of the
disugar head group and the surface activities separately, we
synthesized a series of disaccharide hydrocarbons (maltose de-
rivatives; Scheme 1) and screened these for their effect on the
swarming motility of the rhlA mutant. The results were com-
pared with those for commercially available generic surfac-
tants: SDS, DTAC, C12EG4OH, decyl b-maltoside (DebM, 1), un-
decyl b-maltoside (UbM, 2), and DbM (3). The disaccharide hy-
drocarbons have maltose stereochemistry (Glca(1!4)Glcb)
bearing different hydrocarbon tails. To investigate the effect of
aliphatic chain length, maltose derivatives with 10 (1), 11 (2),
and 12 (3) carbons in the aliphatic chain were studied. To in-
vestigate the effect of terminal hydrocarbon bulkiness, benzyl
decyl b-maltoside (BDebM, 4), benzyl dodecyl b-maltoside
(BDbM, 5), 4-tertiary butyl benzyl decyl b-maltoside (4-tBuB-
DebM, 6), 4-tertiary butyl benzyl dodecyl b-maltoside (4-
tBuBDbM, 7), 3,5-dimethyl benzyl dodecyl b-maltoside (3,5-
DMBDbM, 8), 4-methyl benzyl dodecyl b-maltoside (4-MBDbM,
9), and benzophenonyl decyl b-maltoside (BPDebM, 11) were
synthesized (Scheme 2 and see the Supporting Information).
To determine whether nonaromatic bulky substituents are
effective, we synthesized adamantane dodecyl b-maltoside
(ADbM, 10). To examine the effect of polarity of the end group
on the aliphatic chain, 12-hydroxy decyl b-maltose (HODebM,
12) was also synthesized.

Scheme 1. Library of maltose-derived hydrocarbons.
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Specific maltose derivatives activated the
swarming motility of the nonswarming mutant of
P. aeruginosa

The swarming motility of P. aeruginosa is unusual in
that it can form a pattern of tendrils that is not seen
in the swarming behavior of many other bacte-
ria.[26, 33, 34] When bacteria are inoculated at the center
of a soft gel (0.5 % agar), tendrils of PA14 strain of
P. aeruginosa exhibit a floral pattern and occasionally
resemble a fractal pattern.[47] When wild-type PAO1
strain of P. aeruginosa was inoculated on an M8 agar
plate, the swarm pattern covered the entire agar sur-
face over time without exhibiting prominent tendril
formation. None of the three generic surfactants
(SDS, DTAC, and C12EG4OH) promoted or activated
swarming motility of a P. aeruginosa rhlA mutant (see
Supporting Information and Figure 1). To our surprise,
eight of the twelve maltose derivatives activated the
swarming motility of the rhlA mutant to a great
extent, but with different degrees and shapes of ten-
dril formation (Figure 1). We categorized the maltose
derivatives into three groups: swarming-activating
without tendrils, swarming-activating with well-defined ten-
drils, and those that did not activate swarming (Figure 1). With
85 mm maltose derivative in the soft agar, the first group (11, 5,
2, and 4) caused the rhlA mutant to exhibit swarming motility
without well-defined tendrils but with small protrusions at the
periphery of the swarming circle. Among this group, the
swarming ring size for all but 4 was comparable to that for
(wild-type) PAO1. The second group (3, 9, 8, and 10) resulted
in long, straight, well-defined tendrils and with a swarming
circle size similar to that for PAO1. Among these, 10 resulted in
narrow tendrils with frequent turns (similar to a fractal). The
third group (1, 6, 7, and 12) did not exhibit any significant acti-
vation of swarming of the mutant (Figure 1).

Concentration-dependent study revealed an “activity-rever-
sal” that modulates the swarming motility of rhlA mutants

For the last group (1, 6, 7, and 12), which did not activate
swarming motility, there are two possible explanations for the

inactivity. One is that these maltose derivatives are not recog-
nized by a receptor, and thus do not trigger cell signaling.
Alternatively, they might bind to the receptor but function as
inhibitors (antagonists of the receptor ligand, rather than
agonists), thus preventing signaling for swarming. To explore
which mechanism is more likely, we performed two experi-
ments.

Firstly, we investigated the effects of 5–170 mm 6 and 7
(third group) on mutant swarming (Figure 2). Surprisingly, both
6 and 7 activated swarming motility at low concentrations (5–
10 mm), but appeared not to be active at and above 40 mm

(Figure 2). There was a significant difference in activation abili-
ty between the two: 6 gave a maximum swarming area of
~39.6 cm2 at 10 mm, whereas for 7 it was ~5.5 cm2 at 5 mm

(Figure 3; control (no agent): 1.4 cm2). Although this observa-
tion of “activity reversal” appeared to be unusual, the classical
cell signaling quorum sensing molecule N-acyl homoserine
lactone (AHL) of Photobacterium fischeri also demonstrated “ac-
tivity reversal”: photoluminescence decreased at high concen-

Scheme 2. Synthesis of maltose derivative BDbM (5)

Figure 1. Nonswarming P. aeruginosa mutant rhlA inoculated on M8 agar plates with and
without 85 mm maltose hydrocarbons or C12EG4OH (generic surfactant). Pictures were
taken 24 h after inoculation.
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trations of AHLs.[48] This effect, however, has not been studied
extensively since the initial report.

Second, we mixed a swarming-activating maltose hydrocar-
bon (3) with three of the swarm-nonactivators (7, 6, or 12) in
the same swarming plate (soft agar) to examine if swarming

activation by 3 was inhibited the other agent. Inter-
estingly, both 7 and 6 inhibited the activity of 3,
whereas 12 had no effect (Figure 4). At 20 mm 3, rhlA
swarmed to its maximum extent after 24 h (as for
PAO1). In the additional presence of 6 or 7, swarming
was inhibited: 40 mm 6 completely inhibited swarm-
ing motility, 20 mm 7 caused complete inhibition (in-
distinguishable from the control : no agent added to
rhlA mutants) (Figures 4 and 5). In contrast, 80 mm 12
with 20 mm 3 did not cause any effect on swarming
motility. These results are consistent with the possi-
bility that both 7 and 6 compete with and displace 3
at the receptor, and thus inhibit cell signaling. In con-

trast, 12 might not bind strongly to the receptor.
The mechanism of tendril formation in swarming motility is

a challenging topic, and has been studied by several
groups.[30, 31, 33, 45] D�ziel and co-workers have proposed a mecha-
nism in which the di-rhamnolipid is an attractant, whereas
mono-rhamnolipid and 3-(3-hydroxyalkanoyloxy) alkanoic acids
(HAA) might function as wetting agents and repellents, respec-
tively, during swarming of P. aeruginosa.[34] We believe that

these results and our findings are consistent with the existence
of a receptor for rhamnolipids. Furthermore, as externally
added rhamnolipids in the soft gel also activated the swarming
motilities of the rhlA mutant,[34] swarm-activating maltose de-
rivatives might be ligands that share receptor(s) with the rham-
nolipids.

Specific maltose derivatives exhibited nonmicrobicidal
anti-biofilm and anti-adhesion activities

Although rhamnolipids has been demonstrated to be necessa-
ry for swarming,[27, 33, 34] rhamnolipids also play a critical role in
forming structured biofilms with channels at early stages.[32]

Interestingly, biofilm formation and swarming motility appear
to be inversely regulated,[49] and at the late stage of biofilm
formation rhamnolipids appear to assist in dispersing bacteria
from biofilms.[32, 50] These findings prompted us to examine the
effect of the disaccharide derivatives on biofilm formation and
dispersion, as well as to examine if there is correlation be-

Figure 2. Effect of 4-tBuBDebM (6) and 4-tBuBDbM (7) on swarming of rhlA mutant.

Figure 3. Swarming area of rhlA mutant inoculated for 24 h plotted against
concentration of 4-tBuBDebM (6 ; ^) and 4-tBuBDbM (7; &) in soft agar gel.

Figure 4. Nonswarming P. aeruginosa mutant rhlA inoculated on M8 soft
agar (0.5 % agar) plates containing mixtures of 20 mm DbM (3) with different
concentrations of 4-tBuBDebM (6), 4-tBuBDbM (7), or HODebM (12).

Figure 5. Swarm area of rhlA mutant 24 h after inoculation onto soft gel
containing 20 mm DbM (3) with different concentrations of HODebM (12 ; ~),
4-tBuBDebM (6 ; &), or tBuBDbM (7; ^).
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tween activation of swarming motility and biofilm control (dis-
persion and inhibition).

P. aeruginosa lectins PA-IL and PA-IIL are known to recognize
carbohydrate moieties on human cell surfaces, with higher
specificities for galactose and fucose, respectively.[35, 36] Addi-
tionally, in a series of studies, Irvin and co-workers showed that
the pili are likely responsible for adhesion of P. aeruginosa on
biotic (mammalian cell surface) and abiotic surfaces (polystyr-
ene).[51] By using solid-phase binding assays, the disaccharide
(GalNAcb(1!4)Galb) hydrocarbons were shown to bind to pili
of P. aeruginosa.[52] These results support the proposal that
GalNAcb(1!4)Galb hydrocarbons are potent inhibitors of
P. aeruginosa adhesion.[38] Although the maltose derivatives
and GalNAcb(1!4)Galb are completely different disaccharides,
we examined the anti-adhesion and anti-biofilm activities of
the maltose derivatives, because molecular recognition and
binding involving individual saccharides are often weak. Thus,
the hydrocarbon derivatives might contribute to recognition
and cause tolerance to variation of saccharide stereochemistry.

To study anti-adhesion and anti-biofilm activities, we first ex-
amined the toxicity of maltose
derivatives and generic surfac-
tants (see the Supporting Infor-
mation) on the growth of plank-
tonic bacteria. Microbicidal activ-
ity of the agents would invalid-
ate anti-adhesion and anti-bio-
film results. Furthermore, agents
that control microbial behavior
without killing the microbes
have the potential for develop-
ing therapeutic agents that do
not invoke drug resistance. At
170 mm these agents did not ex-
hibit any noticeable inhibition of
the growth of P. aeruginosa
(PAO1); in fact, most maltose
derivatives promoted planktonic
growth (Figure 6). Cationic sur-
factant DTAC (170 mm) showed
some inhibition. (This concentra-
tion was higher than that used
in the anti-adhesion and anti-
biofilm assays.)

We used an assay based on
crystal violet (CV) dye to mea-
sure the amount of PAO1 biofilm
formed 24 h after bacterial inoc-
ulation, with and without mal-
tose derivatives. Five of the
twelve maltose derivatives (11,
5, 6, 3, and 9) inhibited (> 80 %)
PAO1 biofilm; six (10, 8, 7, 4, 2,
and 1) inhibited (40–60 %) PAO1
biofilm; 12 showed insignificant
inhibition (~30 %; Figure 7). This
indicates that the anti-biofilm ac-

tivity is highly sensitive to the structure of the maltose deriva-
tive. Increasing the methylene units in the aliphatic chain
length (10 (1) to 11 (2) to 12 (3)) increased inhibition (50–
70 %). Incorporating a benzophenone group in a maltose de-
rivative with a ten-carbon aliphatic chain increased the inhibi-
tion from 50 % (4) to 90 % (5). In general, adding bulky groups
to the aliphatic chain (11, 5, and 6) appeared to increase the
inhibition of PAO1 biofilm formation. These anti-biofilm activi-
ties of the active maltose derivatives were also verified by fluo-
rescence static biofilm assays. Pseudomonas aeruginosa strain
PAO1-EGFP (constitutively expressing enhanced green fluores-
cent protein, EGFP) was allowed to form biofilm on sterile steel
coupons. Biofilms treated with maltose derivatives showed sig-
nificant reduction in fluorescence signal in comparison with
the control (untreated coupons, see the Supporting Informa-
tion). These results indicate a reduction in biofilm on the steel
coupons, consistent with the results of the crystal violet assays.

To measure the anti-adhesion activity of the maltose deriva-
tives, we measured EGFP fluorescence of PAO1-EGFP on poly-
styrene (black 96-well plates) 2 h after bacterial inoculation to

Figure 6. P. aeruginosa growth–response curve in absence and presence of 170 mm of maltose derivatives DebM
(1; a~a), UDbM (2 ; ···&···), DbM (3 ; ···&···), BDebM (4 ; c*c), BDbM (5 ; ···&···), and BDebM (6 ; – · –&– · –),
4-tBuBDbM (7; c&c), 3,5-DMBDbM (8 ; c*c), 4-MBDbM (9 ; c~c), ADebM (10 ; c&c),
BPDebM (11; a&a), and HODebM (12 ; c&c) ; ^: control (no agent). Error bar is standard error of the
mean from six replicates.

Figure 7. Inhibition of biofilm and adhesion by maltose derivatives, generic surfactants (SDS, C12EG4OH), and the
known anti-biofilm agent BF8. Anti-biofilm (&) and anti-adhesion (&) assays were performed at 110 and 85 mm, re-
spectively, except for BF8 anti-adhesion (100 mm). Data from CV dye and fluorescence assays, respectively. Errors
bar are standard error of the mean from six replicates.
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quantify adhered bacteria. Relative to the amount of adhered
bacteria without agents, 85 mm 6 and 5 inhibited (>80 %)
PAO1-EGFP adhesion. Four derivatives (11, 3, 7, and 4) also in-
hibited PAO1-EGFP adhesion (30–70 %). These anti-adhesion
activities show a trend similar to that for anti-biofilm activities,
in terms of structure, but without exact correlation (Figure 7).
Derivatives 11, 5, and 6 exhibited high activities for both adhe-
sion inhibition and biofilm formation; 11 was the most active
anti-biofilm agent; 6 was the most active anti-adhesion agent;
12 showed no significant inhibition of either biofilm formation
or adhesion (Figure 7). We also tested the known biofilm inhib-
itor, brominated furanone (BF8),[53, 54] and two generic surfac-
tants, SDS and C12EG4OH. BF8 showed no inhibition of PAO1
adhesion but ~35 % inhibition of biofilm formation. SDS and
C12EG4OH showed no biofilm inhibition, but ~40 % inhibition
of PAO1 adhesion (Figure 7).

Examining the dose dependence of maltose-derivative inhib-
ition of PAO1 biofilm formation revealed that the active agents
exhibited IC50 values of around 25 mm (11 and 6 : 23 mm ; 5 :
28 mm ; 9 : 29 mm ; 3 : 48 mm; Figure 8 and Table 1). The IC50

structure–activity trend was similar to that obtained from activ-
ity screening at 110 mm (Figure 7). The anti-biofilm activities
(crystal violet assays) of the maltose derivatives appeared to
be lower in LB media than in M9 + media. There was no signif-
icant inhibition in medium without sodium chloride (see the
Supporting Information).

Nonmicrobicidal dispersion of biofilm by maltose
derivatives

Chemical dispersion of formed biofilm is often more relevant
to medical applications, and more challenging than inhibition
of biofilm formation. We screened the maltose derivatives
(110 mm) for their ability to disperse 24 h P. aeruginosa biofilm.
For all twelve derivatives, the trend was the same as for the
anti-biofilm activity, with 11 and 5 being the most potent

(Figure 9). For 11 and 5, biofilm dispersion dose dependence
revealed half-maximal dispersion (DC50) values of 31 mm and
32 mm, respectively (7: 43 mm; 3 : 66 mm; 9 : 77 mm; Figure 10,
Table 1 and see the Supporting Information). These DC50 values
are comparable to those for quorum-sensing-based small mol-
ecule biofilm inhibitors,[11, 12] but we believe that the mecha-
nism of the anti-biofilm activities of these maltose derivatives
is likely not directly due to disruption of quorum sensing (see
the Supporting Information). Together with the adhesion in-
hibition data, the dual action (anti-adhesion and anti-biofilm)
activities of these non-microbicidal disaccharide hydrocarbons
offers potential for development as therapeutic agents.

Discussion

The bioactivities (anti-biofilm, anti-adhesion, and swarm-acti-
vating) of maltose hydrocarbons are highly dependent on the
particular structures of the molecules. Most notably, the bulky
maltose derivatives, BDbM (5) and 4-tBuBDbM (7), differs only
in tert-butyl substitution on the benzene ring; but BDbM at
85 mm activated the swarming motility of rhlA to the full
extent, whereas 4-tBuBDbM (7) showed activation at 10 mm

(Figure 1) but inhibition at higher concentrations. Compounds
6 and 7 differ by two methylene units in the aliphatic chain,
yet exhibited different levels of swarming activation and differ-
ent concentrations for transition from activating to inhibiting
the swarming of rhlA mutants. For biofilm inhibition and dis-
persion, both the length of the aliphatic chains and the struc-
ture of the bulky substituents play important roles in maintain-
ing high anti-biofilm activities. A general trend appears to be
that with the specific aliphatic chain lengths, bulky substitu-
ents increase anti-biofilm activity. For example, pairs of maltose
derivatives (4 and 5, 6 and 7) have the same bulky benzyl and
tert-butyl benzyl groups, respectively, but with ten and twelve
methylene units within each pair of molecules. Because of
their tert-butyl groups, 5 and 6 are similar in size of hydrocar-
bon chain, whereas 4 is small and 7 is large, in comparison to
5 and 6. Examining the activities of these four structures indi-
cated that 5 and 6 are significantly more active than 4 and 7,
thus suggesting a specific size with bulky substituents would
be optimal for anti-biofilm activities. The most active maltose
derivative, BPDebM (11), has a relative polar benzophenone
group and a 10-carbon aliphatic chain. IC50 and DC50 data also
support this structure–activity relationship, as 11 and 6 had
higher anti-biofilm activities than 9. This level of structural sen-
sitivity, we believe, is consistent with the maltose derivatives
having different agonist/antagonist effects on cell-signaling

Figure 8. Dose–response curves and biofilm inhibition for BPDebM (11; ^)
and BDbM (5 ; &) from the biofilm inhibition assay (CV dye). Error bars are
standard error of the mean from six replicates.

Table 1. IC50 and DC50 values of selected maltose derivatives.

Disugar hydrocarbons IC50 [mm] DC50 [mm]

BPDebM (11) 23 31
4-tBuBDebM (6) 23 43
BDbM (5) 28 32
4-MBDbM (9) 29 77
DbM (3) 48 66
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events. The effect of disaccharide stereochemistry and further
bulky derivative structures on biofilm and swarming motility is
an on-going subject of our study. Although both swarming
activation and anti-biofilm activity are highly sensitive to the
structure of the maltose derivatives, there is no strict correla-
tion between these two biofunctions. For example, of the four
maltose derivatives that did not activate swarming of rhlA
mutant at 85 mm, two were effective biofilm inhibitors : 6 and 7
gave 87 and 74 % biofilm inhibition at 110 mm, respectively,
whereas two (12 and 1) were sluggish (32 and 41 % inhibition,
respectively).

One possible mechanism of anti-biofilm and anti-adhesion
activity can attributed to the surfactant properties of the mole-
cules (a simple washing effect). However, in addition to the
strong dependency of bioactivity on the structural details of

the agents, two observations suggest that the activi-
ties were not simply the result of washing. Firstly, the
effective concentrations for biofilm inhibition and dis-
persion (IC50 and DC50) were significantly lower than
the critical micelle concentration (CMC) of a typical
maltoside (CMC of DbM (3): 170 mm).[55] Secondly,
other generic surfactants examined in this study, in-
cluding SDS and C12EG4OH, did not show any anti-
biofilm activity. Neither did any of the generic surfac-
tants activate swarming motility rhlA mutant—
C12EG4OH actually showed a higher surface activity
than disaccharide derivative 3.[55] For these reasons,
the activation of the swarming motility of rhlA
mutant by disaccharide derivatives is not likely a re-
sult of just lowering the surface tension of the soft
gel. We also note that inhibiting the bacterial adhe-
sion is likely not the sole cause of anti-biofilm activity,
because preformed biofilm was also dispersed by the
same maltose derivatives.

Many receptors for saccharide derivatives exist on bacterial
surfaces.[16, 38, 40] Among these, several inter-related systems
appear to be associated with the anti-biofilm activities of the
maltose derivatives. Firstly, pili (particularly type IV) are impor-
tant for swarming motility,[27] thus suggesting that a specific
moiety on the pilus is likely involved in rhamnolipid-activated
swarming motility. Secondly, the broad biological activity spec-
trum of rhamnolipids (building of porous biofilm, bacterial dis-
persion from mature biofilm, and enabling swarming motility)
suggests the existence of at least one receptor; its identity has
not been discovered but it might be strongly associated with
the protein SadB (surface attachment defective).[33] Thirdly,
when P. aeruginosa swarms on soft agar gel, it appears to dif-
ferentiate into two phenotypes: hyperactive swarming at the
tip of the swarming tendril, and less-mobile bacteria at the
center of the swarming ring and on the stem of tendrils.[29, 56]

Among the genes screened by D�ziel, gltK is up-regulated in
bacteria at the tendril tip but not in bacteria at the center of
the swarming pattern.[29] In P. aeruginosa this gene encodes an
inner-membrane component of the ATP-binding cassette (ABC)
transporter system (glucose transport).[57] Interestingly, gltK is
a member of the MalK family of proteins, which transport
maltose in E. coli.[58, 59] Fourthly, Irvin and co-workers reported
that 90 % of P. aeruginosa adhesion is likely caused by pili pro-
teins,[39] and that these are responsible for binding to the
GalNAcb(1!4)Galb moieties on human cells.[40, 52] Additionally,
pili are important for adhesion of P. aeruginosa to polystyrene
surfaces.[51] Together with our results (disaccharide hydrocar-
bons inhibited adhesion of P. aeruginosa on polystyrene and
also modulated swarming motility), the maltose derivatives
might target the pilus protein that recognizes GalNAcb(1!
4)Galb on mammalian cells.[40] As the maltose derivatives acti-
vated swarming motility of the nonswarming mutant (a biolog-
ical function also exhibited by rhamnolipid),[33] these disacchar-
ide derivatives might also target the rhamnolipid receptor(s). It
is not clear whether GalNAcb(1!4)Galb on mammalian cells
and rhamnolipids share a bacterial receptor, but this would
suggest that rhamnolipids are ligands for pilus proteins.

Figure 9. Dispersion of PAO1 biofilm by adding maltose derivatives (110 mm) to 24 h bio-
films followed by CV dye assay. Error bars are standard error of the mean from six repli-
cates.

Figure 10. Dose–response curve and for BPDebM (11; ^; DC50 = 31 mm) and
BDbM (5 ; &; DC50 = 32 mm) from a CV biofilm inhibition assay. Error bars are
standard error of the mean from six replicates.
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Whether or not this is the case, we believe that maltose deriva-
tives could be promiscuous (binding to multiple bacterial pro-
teins).

We explored the potential of maltose derivatives to activate
P. aeruginosa quorum sensing circuits (las and/or rhl systems)
by using a previously established gene reporter strains (PAO1/
plasI-LVAgfp and PAO1/prhlI-LVAgfp) for identifying small mole-
cule quorum sensing inhibitor.[8] These reporter strains produce
natural AHL signals, and binding of these signal molecules to
the Lux-type receptor proteins (LasR and RhlR) activated the
expression of plasmid-encoded GFP. Our results indicate that
maltose derivatives did not compete with the natural signaling
molecules to cause a decrease in fluorescent signal (see the
Supporting Information). Furthermore, the ability of the mal-
tose derivatives to activate quorum sensing in P. aeruginosa in
the absence of natural AHLs was studied with double knock-
out strains PAO-JP2 (plasI-LVAgfp) and PAO-JP2 (prhlI-LVAgfP),
which do not produce AHLs.[9] The maltose derivatives did not
show any significant increase in the fluorescent signals (see
the Supporting Information), indicating that they did not ago-
nize the quorum sensing receptors.

Conclusions

This class of maltose derivative, with a wide range of aliphatic
chain structures, exhibited three versatile biological functions:
activation of swarming motility, inhibition of bacterial adhe-
sion, and inhibition of biofilm formation. Natural rhamnolipids
activated the swarming motility of a nonswarming mutant of
P. aeruginosa, rhlA ; this series of maltose derivatives represent
the first class of synthetic molecules to activate the swarming
motility of this nonswarming mutant. Because the rhlA mutant
does not produce natural rhamnolipids, our results suggest
that the active maltose derivatives function as analogues of
rhamnolipids. As the bioactivities were highly sensitive to the
structural details of the agents, and because of the cross-inhib-
ition activities between the agents, this suggests that one or
more protein receptors exist for maltose derivatives as well as
rhamnolipids. As biofilm formation and swarming motilities are
common for a wide range of microbes, and as other bacteria
also produce rhamnolipids-like molecules,[31] these and other
disaccharide derivatives have potential anti-biofilm activity for
other microbial species. Because multiple biological activities
(adhesion, biofilm formation, and swarming) are affected by
a common set of molecular structures without killing the bac-
teria, this class of molecules might form the basis of an effec-
tive approach to control P. aeruginosa biofilm-related disease.

Experimental Section

Organic synthesis of maltose derivatives. The maltose derivatives
were synthesized by a general organic synthetic route (Scheme 2).
As an example, we describe here the synthesis of benzyl dodecyl
b-maltoside, BDbM (5). Condensation of benzyl bromide with 1,12-
dodecanediol in presence of NaH yielded dodecanoyl benzyl ether.
Glycosidation of dodecanoyl benzyl alcohol with an acetobromo
maltose in the presence of an acid catalyst (FeCl3) gave the acetyl

protected disaccharide alkyl conjugate. Deprotection of acetyl
groups with sodium methoxide followed by neutralization (to pH~
6.5) with Amberlite H+ resins (Zemplen deacetylation) yielded 5.
Synthesis of other maltose derivatives was conducted similarly (see
the Supporting Information).

Bacterial strains and growth media. Wild type P. aeruginosa PAO1
and PAO1-EGFP strains were obtained from Dr. Guirong Wang (Up-
state Medical University, Syracuse). The non-swarming P. aeruginosa
mutant, rhlA (PW6886, rhlA-E08::ISphoA/hah) was obtained from
the PA two-allele library (PAO1 transposon mutant library, Manoil
Lab, University of Washington Genome Sciences).[60] Strains PAO-
JP2 (plasI-LVAgfp) and PAO-JP2 (prhlI-LVAgfp) were obtained from
Dr. Helen E. Blackwell (University of Wisconsin-Madison). Plasmids
plasI-LVAgfp and prhlI-LVAgfp were obtained from Dr. Hiroaki Suga
(University of Tokyo). All bacterial strains were grown in lysogeny
broth (LB: tryptone (10 g L�1), yeast extract (5 g L�1), and NaCl
(10 g L�1)) at 37 8C. For biofilm inhibition and dispersion assays
95 % M9 + medium with 5 % LB was used unless otherwise stated.
M9 + medium contained NH4Cl (18.7 mm), KH2PO4 (21.7 mm),
Na2HPO4 (47.7 mm), NaCl (8.6 mm), CaCl2 (0.1 mm), MgSO4 (1 mm),
anhydrous a-d(+)-glucose (0.2 %), l-Arg (0.4 %), citric acid mono-
hydrate (0.2 %), casamino acids (0.5 %), sodium succinate dibasic
hexahydrate (0.2 %), and l-glutamic acid monopotassium salt
monohydrate (0.2 %).[11]

Stock solutions of generic surfactants and maltose derivatives.
Stock solution of all the agents (11.5 mm) were prepared in auto-
claved water, sterilized by filtering through a 0.2 mm syringe filter,
and stored at �20 8C in sealed vials. Appropriate amounts of sterile
water were added to controls in all assays to eliminate solvent
effect.

Swarming assay. Swarm agar plates were made with M8 medium
(Na2HPO4 (50 mm), KH2PO4 (25 mm), NaCl (4 mm)), supplemented
with glucose (0.2 %), casamino acid (0.5 %), MgSO4 (1 mm), and sol-
idified with Bacto agar (0.5 %),[33] and inoculated with bacterial cul-
ture (3 mL, OD600 = 0.4–0.6). Swarm agar plates were incubated at
37 8C for 12 h and then incubated for an additional 12 h at room
temperature. For each set of experiment all the swarm plates were
poured from same batch of agar and allowed to dry for 1 h before
inoculation. Each swarming experiment waas repeated at least
three times.

Effect of maltose derivatives on the growth of P. aeruginosa. Op-
tical density was measured with an ELx800 TM absorbance micro-
plate reader (BioTek Instruments, Inc. , Winooski, VT) with Gen5TM
data analysis software. OD600 values were taken in sterile conditions
at 0, 2, 4, 6, 8, 10, 12, and 24 h after inoculation in 96-well polystyr-
ene plates, with or without agents in LB broth.

Crystal violet biofilm inhibition assay. The inhibitory effect of
maltose hydrocarbons on P. aeruginosa biofilm formation was de-
termined by crystal violet-dye-based biofilm inhibition assays.
Overnight culture of wild-type P. aeruginosa (PAO1) was subcul-
tured (initial OD600 = 0.01) in M9 + /LB (95:5) or LB. Aliquots (200 mL,
OD600 = 0.1) of the subculture were placed in wells of a 96-well
polystyrene microtiter plate. Test compounds (concentrations as in-
dicated) were then added to the wells, and the plates were wrap-
ped in Press’n’Seal (GLAD, Oakland, CA) followed by incubation.
After (24 h, 37 8C), the medium was discarded, and the plates were
washed with water and dried (1 h, 37 8C). The plates were stained
with aqueous crystal violet (CV; 200 mL, 0.1 %), followed by incuba-
tion (RT, 20 min). The CV stain was then removed, and the plates
were washed with water. Remaining biofilm-adhered stain was
resolubilized in acetic acid (200 mL, 30 %). After the stain was dis-
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solved (15 min), solubilized CV dye (100 mL) was transferred from
each well into the corresponding wells of a new polystyrene micro-
titer dish. Biofilm inhibition was quantified by measuring OD600

(negative control (no biofilm formation; background) was subtract-
ed). The percent inhibition was calculated by the comparison of
the OD600 for biofilm grown in the absence of compound (control)
versus biofilm grown in the presence of compound under identical
conditions. Assays were repeated at least three times and the bio-
film inhibition values reported are the average of 6 replicate wells
from one experiment.

Anti-adhesion assay. An overnight culture of PAO1-EGFP was sub-
cultured (initial OD600 = 0.01) in M9 + /LB (95:5) containing carbeni-
cillin (300 mg mL�1, to maintain the plasmid of PAO1-EGFP) at 37 8C
in a rotary shaker (250 rpm). After reaching OD600 = 0.1, aliquots
(200 mL) were transferred to the wells of black polystyrene microtit-
er plate with and without (control) maltose derivatives. This black
96-well plate was saran wrapped and incubated (37 8C, 2 h). Then,
bacterial cultures were discarded, and fresh M9 + /LB (95:5)
medium was added to the wells. The fluorescence of surface-
adhered bacteria was measured by a Synergy 2 microplate reader
(lex = 500 nm, lem = 540 nm) with Gen5 data analysis software.
Background signal (M9 + /LB (95:5) was subtracted from all the
samples. Assays were repeated at least three times; inhibition
values are the averages of six replicate wells from one experiment.

Dispersion assay for preformed biofilm. The plate for the biofilm
dispersion assay was prepared as for the crystal violet assay but
without adding any maltose derivative at the time of inoculation
with bacteria. PAO1 was allowed to grow for 24 h at 37 8C. After
24 h, bacterial culture was pipetted out and replaced with 200 mL
of fresh medium containing maltose derivative (110 mm). After 24 h
incubation, biofilms were fixed and quantified by using crystal
violet dye as described above. The amount of dispersed biofilm
was determined by comparing (normalizing) the amount of biofilm
at 48 h with and without maltose hydrocarbons. Assays were re-
peated at least three times; biofilm dispersion values are the aver-
ages of six replicates from one experiment.

Dose-dependence assays for biofilm inhibition and dispersion.
Maltose derivatives with the five highest activities for biofilm inhib-
ition and dispersion were selected for dose-response analysis. Mal-
tose derivatives (1, 5, 10, 20, 40, 85, 113, and 140 mm) were added
to bacterial cultures (200 mL) in a 96-well plate. Quantification of
biofilm inhibition and dispersion was as for the respective crystal
violet assays. Assays were repeated at least three times; inhibition
values are the averages of six replicates from one experiment.
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