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The synthesis of substituted bipiperidine amide compounds as
CCR3 ligands: Antagonists versus agonists
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Abstract—Structure–activity relationship study of bipiperidine amide 1 has identified the reverse bipiperidine amide 4a as a CC
chemokine-3 (CCR3) receptor antagonist. Optimization of the structure–activity relationship of compound 4a has resulted in the
identification of a CCR3 antagonist 4i as well as a CCR3 agonist 13.
� 2005 Elsevier Ltd. All rights reserved.
Asthma is a chronic inflammatory disease of the lungs
which is characterized by the recruitment of eosinophils,
T lymphocytes, basophils, and mast cells into the lung
tissue and results in reduced airflow and bronchial
hyperresponsiveness. Eosinophil chemotaxis is con-
trolled by the CC chemokine-3 (CCR3) receptor which
is a seven transmembrane G-protein coupled receptor
activated by several chemokines including eotaxins,
RANTES, and macrophage chemoattractant protein-
4.1–3 An antibody to eotaxin has been shown to decrease
eosinophil migration to the lung and airway hyperreac-
tivity after allergen challenge in mice.4 Therefore, a
small molecule CCR3 antagonist may inhibit eosinophil
chemotaxis and be effective in the treatment of asthma.
A number of research organizations are investigating
this approach.5–11

We have previously reported the identification of
compound 1 as a CCR3 antagonist.12 In our structure–
activity relationship (SAR) study of compound 1, we
discovered that the bipiperidine core can be reversed
as in compound 2 and retain reasonable CCR3 affinity.
The CCR3 affinity can be optimized first, by moving the
amide moiety to the 3-position of the reversed bipiperi-
dine core as in compound 3 and second, by reposition-
ing the carbonyl moiety as in compound 4a. This
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paper will describe the results of our SAR investigation
of compound 4a.
The construction of compounds 2–4 followed the syn-
thetic route depicted in Scheme 1. Alkylation of 4-pip-
eridone (5) produced ketone 6 which undergoes a
reductive amination reaction with methyl isonipecotate
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Table 1. In vitro CCR3 membrane binding activity of amide bipiperi-

dine analogues 4a–q

Compd R Ki (nM)

4a 60 ± 15

4b Me 533 ± 83

4c 107 ± 25

4d 92 ± 13

4e 27%a

4f 86 ± 23

4g 48 ± 9

4h 58 ± 14

4i 23 ± 1

4j 30 ± 2

4k 34 ± 6

4l 80 ± 12

4m 99 ± 11

4n 29 ± 1

4o 36 ± 6

4p 47 ± 9

a% inhibition at 1 lM (n = 2).

Scheme 1. Reagents and conditions: (a) 3,4-dichlorobenzyl chloride,

Et3N, ClCH2CH2Cl, D, 65%; (b) 3-(tBOC-aminomethyl)piperidine,

CH2Cl2, AcOH, NaB(OAc)3H, 64% for X = H; (c) TFA, CH2Cl2,

100%; (d) 3-(tBOC-aminomethyl)-piperidine, Ti(OiPr)4, CH2Cl2,

Et2AlCN, 96% for X = CN; (e) MeMgBr, THF, 0 �C, 88% for

X = Me; (f) RCOOH, Et3N, EDCI, HOBT, DMF.
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for the formation of compound 2, ethyl nipecotate for
the formation of compound 3, or 3-(tBOC-amino-
methyl)-piperidine for the formation of compound 4.
Since the amide moiety was introduced at the last step,
a variety of amides were surveyed and selected results
are summarized in Table 1. All analogues were studied
as a mixture of stereoisomers. Each compound has been
assayed for in vitro CCR3 membrane binding activity13

as well as agonist activity in a [35S]GTPcS assay.14–17 All
of these analogues were found to be antagonists. The
spatial shape of the phenyl ring appears to be important
for activity since the acetamide 4b is less potent while the
cyclohexyl amide 4c retains activity. In addition, the
methyl group on the phenyl ring can be replaced by a
methoxy group as in 4d, but the electron withdrawing
chloro substituent in 4e reduces CCR3 activity. Inser-
tion of a methylene linker in the toluyl amide 4f is also
tolerated. In particular, the phenyl ring can be replaced
with a number of bicyclic rings including naphthalene,
quinoline, and indole and retain biological activity.
The 6-quinolinyl amide 4i is the most potent CCR3
antagonist in this subseries.

Next, we decided to examine the SAR of the 3,4-dichlo-
robenzyl moiety. These analogues were synthesized
according to the route outlined in Scheme 2. 1-BOC-3-
aminomethylpiperidine (8) was converted into the 6-
quinolinyl amide 9. Reductive amination introduced
the second piperidine ring of intermediate 10 and varia-
tion of the 3,4-dichlorobenzyl subunit is accomplished at
the last synthetic step.

Selected dichlorobenzyl analogues are tabulated in
Table 2. The 3,4-dichloro substitution pattern is critical
and exhibits the optimal binding interaction in this lipo-
philic region of the CCR3 receptor. This key moiety has
also been established in the published SAR studies of
CCR3 antagonists from Gong et al.7 and Naya et al.8

Interestingly, the 3,5-dichloro analogue 11a and the
2,5-dichloro analogue 11b are less active as well as exhi-
bit a degree of agonist activity in the [35S]GTPcS as-
say.15 In terms of characterization of agonist activity,
since the Emax% of the numerous natural chemokine li-
gands of human CCR3 ranged from approximately 40
to 115% in our [35S]GTPcS assay, compounds with stim-
ulatory activity in this assay of >40% inhibition are con-
sidered to have significant agonist activity. The
monosubstituted 2-chloro analogue 11c is inactive while
the 4-chloro analogue 11d shows reasonable CCR3
affinity. The saturated cyclohexylmethyl analogue 11e
is completely inactive. Methyl substitution at the



Table 2. In vitro CCR3 membrane binding and agonist (GTPcS)
activity of benzyl bipiperidine analogues 4i and 11a–j

Compd R Ki (nM) Emax% GTPcSa

4i 3,4-DiCl-PhCH2 23 ± 1 �7

11a 3,5-DiCl-PhCH2 398 ± 59 45

11b 2,5-DiCl-PhCH2 391 ± 44 45

11c 2-Cl-PhCH2 36%a NT

11d 4-Cl-PhCH2 95 ± 7 �8

11e CyclohexylCH2 17%b NT

11f 3,4-DiCl-PhCHMe 74 ± 3 �12

11g 3,4-DiCl-PhCH2CH2 180 ± 32 2

11h 3,4-DiCl-PhCO 20%b NT

11i 3,4-DiCl-PhCH2CO 767 ± 16 NT

11j 3,4-DiCl-PhNHCONH 6%b NT

NT = not tested.
aEmax% at 10 lM (n = 2).
b % inhibition at 1 lM (n = 2).

Scheme 2. Reagents and conditions: (a) 6-quinolinecarboxylic acid,

EDCI, HOBT, CH2Cl2, 96%; (b) TFA, CH2Cl2, 100%; (c) N-BOC-4-

piperidone, AcOH, NaB(OAc)3H, CH2Cl2, 70%; (d) RCHO, AcOH,

NaB(OAc)3H, CH2Cl2 or RCOCl, Et3N, CH2Cl2.

Figure 1. CCR3 35S-GTPcS binding for eotaxin and compound 13.
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benzylic position as in 11f or extension to the 3,4-dichloro-
phenethyl as in 11g also decrease affinity. Replacement
of the 3,4-dichlorobenzyl moiety with the corresponding
amide moieties as in compounds 11h and 11i or the urea
moiety as in compound 11j also produces inactive
analogues.
Modification of the reverse bipiperidine core by addition
of a methyl group afforded an interesting biological re-
sult. A methyl group is tolerated at the 4-position as
in compound 12, but at the 3-position produced a very
potent agonist, compound 13. The synthesis of com-
pound 12 is included in Scheme 1 (X = Me) while the
synthesis of compound 13 follows a similar pathway
beginning with the commercially available N-benzyl-3-
methyl-4-piperidone. The dose-response study of ago-
nist 13 in the [35S]GTPcS assay is depicted in Figure 1.
This experience of unexpectedly discovering an agonist
profile from a structural modification of an antagonist
has precedence in the CCR3 research of De Lucca et
al.6 and Anderskewitz et al.10 De Lucca and co-workers
found that quaternary piperidinium salts were potent
functional agonists while their corresponding parent
piperidine derivatives were antagonists. Anderskewitz
and co-workers reported that their lead cyclic amidine
structure was a CCR3 antagonist, but addition of an
imine moiety to the cyclic amidine in order to modulate
the basicity of the compound produced a potent agonist.
A second example of a structural modification inducing
an agonist profile in our series is illustrated below. The
8-quinolinyl amide 4j is a potent CCR3 antagonist,
and replacement of the 3,4-dichlorobenzyl moiety with
the 2,3-dichlorobenzoyl moiety generates the potent
agonist 14.
In conclusion, compound 4i was identified as a potent
CCR3 antagonist from this structural series and exhib-
ited minimal activity at the CCR1 (17% at 1 lM),
CCR4 (37% at 1 lM), and CCR8 (�8% at 1 lM) recep-
tors. Compound 4i was also active in the calcium flux
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assay18 with IC50 = 215 ± 84 nM and in the recombinant
CCR3 (BaF3 cells) chemotaxis assay19 with IC50 =
136 ± 38 nM. Unfortunately, in a rat pharmacokinetic
study, compound 4i exhibited a very low AUC of
264 ng h/mL at 3 mpk (iv) which precluded advancing
into in vivo studies.
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